
Supplementary Data

Supplementary Figure 1: (A) False discovery rates (FDR) as determined by a decoy database search, for every SCX

fraction.  CID results in blue and ETD  in red. (B) Number of unique peptide identifications per SCX fraction. The number of

peptides exclusively identified with CID are in blue, the number of peptides exclusively identified with ETD are in red, and the

number of peptides identified with both activation methods are in green.  Mascot cut-off placed at 40.  (C) Same as B but with

a cut-off of 60.
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Supplementary Figure 2: Charge state peptide populations for each SCX fraction as determined by the Bioworks

‘charger’ preprocessor program when the 6+ and 7+ charge states are omitted.
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Supplementary Figure 3: Charge state peptide populations for each SCX fraction as determined by utilising Mascot

results for both CID and ETD.   Each histogram represents the results using a different Mascot cutoff  i.e score cut offs of

0, 20, 40, 60 and 80.
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