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Research Interests
- Systematic study of the regulation of alternative splicing

- Mechanisms and functional roles of splicing mis-regulation in
cancers

- Manipulation of RNA processing with artificial protein factors
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DAZAP1 integrates splicing control into MEK/Erk
regulated cell proliferation and migration
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Chundhury et, al. 2014 Nature Communications



RBM4-mediated splicing regulation balance
controls cell growth/proliferation
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Engineered splicing factors:
Restore normal splicing in cancer
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