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Abstract

Sweetpotato is an important food crop in the world as well as in Kenya. Various fungal and viral diseases
are major constraints in its production and are currently threatening the sweetpotato production in sub-Saharan
Africa. Genetic engineering offers significant potential for the crop’s genetic improvement. However, this is limited
by the low efficiency and strong genotype dependency in tissue culture. This study aimed to establish an efficient
somatic embryogenesis and plant regeneration system using shoot apical meristem explants of sweetpotato.
Three sweetpotato cultivars that are widely grown in Kenya; KSP36, Kemb36 and Mweu mutheke along with
an exotic model cultivar Jewel were evaluated. The maximum somatic embryogenic induction, at 96.72%, was
obtained from explants cultured on Linsmaier and Skoog salts and vitamins medium supplemented with 0.5 mg/I
dichlorophenoxyacetic acid and 0.2 mg/l zeatin riboside. The highest number of shoot induction (33) was observed
after transfer of embryonic callus to embryo maturation medium supplemented with 2 mg/l abscisic acid. Significant
differences were observed between cultivars for somatic embryogenesis and plant regeneration. Jewel showed
the best response, while Mweu mutheke was the least responsive under the culture conditions tested in this study.
Regenerated plants were successfully rooted and grown to maturity after hardening in soil in the greenhouse. Such
a robust, successful and efficient system possesses the potential to become an important tool for crop improvement

and functional studies of genes in sweetpotato.

Keywords: Cultivars; Embryogenic callus; Plant regeneration;
Somatic embryogenesis; Sweetpotato

Introduction

Sweetpotato, Ipomoea batatas (L.) Lam., which is a member of the
family Convolvulaceae, is an important perennial crop. It ranks seventh
in annual production among the food crops in the world. Its edible
storage roots are not only a good source of energy due to carbohydrate
content, but also used for starch and alcohol production [1-3]. It is
mainly grown in the semi-arid tropical regions of Africa and Asia,
for its edible tuberous roots, which are high in starch and vitamins,
predominantly by small scale farming households operating at the
margins of subsistence [4,5]. It is easily cultivated, has high production
per unit area under both high and low input systems and requires fewer
nutrients from the soil compared to most other starchy root and tuber
crops [6].

Despite its many benefits, performance of sweetpotato yield (storage
roots) is restricted to particular areas of the world due to agronomic
practices and a number of unfavourable biotic and abiotic stresses
such as viruses, fungi and nematodes and drought [6-8]. Almost all
economically important traits including yield and yield components
exhibit polygenic or quantitative inheritance [9]. The expression of
quantitative traits is largely governed by environment in which they are
exposed and thus, results into scale or rank shift of their performance [9-
12]. Environment is defined as location x year combination. Year to year
environmental variation is more unpredictable than location per se [10].
The complex genome of sweetpotato complicates environmental effects
on selection of superior performing stable sweetpotato genotype across
locations. Therefore, conventional breeding of sweetpotato is limited
by the plant’s complicated hexaploidy along with low seed production
as a consequence of compatibility, sterility and special physiological
requirements for flowering [12-14]. To overcome these limitations,

efficient in vitro tissue culture and genetic engineering techniques
are important biotechnological tools that can be used to complement
breeding programmes for sweetpotato production. The success of
plant regeneration, especially through somatic embryogenesis, relies
primarily on synchronized production, maturation and conversion of
embryos into plants [15]. Somatic embryogenesis therefore represents
a promising tool of plant regeneration because embryogenic callus can
be maintained for a long time and provides high multiplication rates
[16,17].

Sweetpotato has long been considered recalcitrant in tissue culture
particularly African sweetpotato cultivars [18,19]. Nevertheless, variety
of protocols for sweetpotato regeneration and transformation of
diverse sweetpotato cultivars have been been reported using different
explants such as stems, petioles, leaves, storage roots, protoplasts and
meristems. However, the low rate of embryo initiation, maturation,
germination, and development into plantlets often remain a major
challenge [20-29]. An efficient and practicable regeneration method
of sweetpotato is still needed to meet the requirements of an effective
genetic improvement of this crop. A high degree of genotype-
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dependent variation in embryogenic capacity has been witnessed, and
remains a major impediment for developing transgenic sweetpotatoes
[30-32]. To overcome these obstacles, a novel or modified somatic
embryogenesis regeneration procedures must be established for each
desirable cultivar, because of the significant variability in response to
auxins and cytokinins combinations [33]. For these reasons, it is often
important to develop a regeneration protocol that can either be used
for specific or general sweetpotato cultivars. The present work reports
a robust and reliable procedure for the establishment of an efficient
and reproducible regeneration system via somatic embryogenesis for
Kenyan sweetpotato cultivars using meristematic explants.

Materials and Methods
Plant material

Three farmer preferred Kenyan sweetpotato cultivars namely;
KSP36, Kemb36, Mweu mutheke were used in this study. These cultivars
were obtained from Kenya Agricultural and Livestock Research
Organization gene bank at Muguga based on their wide adaptation
in Kenya, high dry matter content and moderate to high resistance
to sweetpotato virus diseases. Jewel (provided by the International
Potato Centre, Nairobi), an America cultivar, which regenerates
through embryogenesis and organogenesis [30,34] was included as
the control. The selected cultivars were grown in a greenhouse at Plant
Transformation Laboratory (PTL) at Kenyatta University, Nairobi.
These stock plants were used to supply vines for initiation of in vitro
cultures.

In vitro culture initiation

Stems containing the shootapex and 2 to 3 lateral buds were collected
from plants grown in greenhouse. All branches and leaves were cut off
and the vines were thoroughly washed in running tap water to remove
dirt. The vines were surface sterilized with solution containing 50% v/v
commercial JIK (Reckitt Benckiser, Nairobi, Kenya) and 0.01% v/v of
Tween 20 (Sigma-Aldrich, St. Louis, USA) for 20 min. After surface
sterilization, the vines were transferred to sterile water and rinsed
three times. Apical meristems were carefully excised from the vines
and placed onto sweetpotato propagation medium (SPM) in 70 mm
diameter glass culture bottles. The culture medium was made by mixing
Linsmaier and Skoog (1965) salts and vitamins (LS) supplemented with
30 g/l sucrose and the pH of the medium was adjusted to 5.8 before 8
g/l agar was added followed by autoclaving at 121°C for 15 min under
15 kPa. In vitro sweetpotato plants were grown at a temperature of 27
+ 1°C, 16/8 h (light/dark) photoperiod provided by white fluorescent
lamps and 70% relative humidity. The in vitro plants were subcultured
by cultivating node sections on a monthly basis and the sterile plants
were used as the source of the explants for somatic embryogenesis.

Callus induction

Stem sections from three to four week old in vitro stock plants were
transversely cut into 6-10 mm sections. These sections were then cut in
half along the axis and used as explants for callus induction. For callus
induction, the explants were transferred onto callus induction medium
(CIM), keeping the cut surface in contact with the medium containing
LS salts and vitamins supplemented with 30 g/l sucrose, 8 g/l agar, 0.5
mg/1 2,4-dichlorophenoxyacetic acid (2,4-D) for 5-6 days in growth
room at a temperature of 27 + 1°C, 16/8 h (light/dark) photoperiod
provided by white fluorescent lamps and 70% relative humidity. After
5-6 days on CIM, the explants were transferred to medium that contains
LS salts and vitamins supplemented with 30 g/ sucrose, 0.2 mg/l zeatin
riboside (ZR) and 8 g/l agar (CPM) to promote the formation of callus.

The explants were subcultured to a fresh media after every two weeks
until they became yellowish.

Somatic embryo development and plant regeneration

After 4 weeks, calli that formed were transferred onto embryo
induction medium (EIM) containing LS salts and vitamins, 30 g/l
sucrose, 0.5 mg/l 2,4-D, 0.1 mg/1 gibberellic acid (GA,) and 8 g/l agar.
The calli were subcultured onto fresh EIM medium after every two
weeks until differentiation into embryo-like structures were observed.
These embryos were then transferred to embryo maturation medium
(EMM) containing LS salts and vitamins, 30 g/l sucrose, 2 mg/1 abscisic
acid (ABA) and 8 g/l agar. The regenerated shoots were transferred to
SP propagation medium and maintained at a temperature of 27 + 1°C,
16/8 h (light/dark) photoperiod provided by white fluorescent lamps
and 70% relative humidity. Regeneration frequencies were recorded
after four weeks in culture.

Data analysis

Data on effects of cultivar on germination on LS medium, effects of
2,4-D and ZR on callus induction, effects of 2,4-D and GA, on somatic
embryogenesis and germination and regeneration frequencies were
analysed using ANOVA with Minitab statistical computer software
v.17 (Minitab Inc., Pennsylvania, U.S.A). Means were separated using
Tukey’s Honest Significant Difference test at a confidence level of 95%
(p <0.05).

Results

In vitro culture initiation

In vitro culture stocks of Jewel, Kemb36, KSP36 and Mweu mutheke
cultivars were established using apical shoot meristem culture. It was
possible to establish in vitro plants of all selected cultivars using the
LS medium, albeit with different efficiencies. Kemb36 exhibited the
highest plant formation frequency of 92.09% followed by Mweu
mutheke and KSP36 with plant formation frequencies of 86.67% and
83.09%, respectively. Jewel had the least plant formation frequency of
68.27% (Table 1). There was significant difference between Jewel and
Kemb36 in terms of plant regeneration efficiency on LS medium (Table
1, p<0.05). However, for cultivars Kemb36, KSP36 and Mweu mutheke,
there was no significant difference, in terms of plant regeneration
efficiency in LS medium (Table 1, p>0.05). All plants formed from
apical meristems exhibited normal phenotype.

Callus induction
All the sweetpotato cultivars in the media supplemented with 2,4-D
and ZR. For callus induction I and II, Jewel, Kemb36, KSP36 and Mweu

mutheke on CIM and CPM media produced 48.00, 49.00, 50.33 and
58.33 average calli, respectively. There was no significant difference in

No. of plants Regeneration

Cultivar No. of meristems regenerated efficiency
Jewel 58 13.33+4.16° 68.27 + 6.08°
Kemb36 57 17.33 £ 0.58° 92.09 £ 9.32°
KSP36 51 14.00 + 4.36° 83.09 + 8.34%
Mweu mutheke 47 13.67 + 4.042 86.67 + 3.33*

All meristems were cultured in SPM. *Mean * standard deviation. Means are from
three replicates. YRegeneration efficiencies were calculated as the percentage
number of apical meristems that regenerated into plants from the total number
of starting apical meristems. Values followed by different letters in the same
column are significantly different (p<0.05) according to Tukey’s Honest Significant
Difference test

Table 1: Sweetpotato cultivar variation on in vitro culture initiation.
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callus induction response in the medium supplemented with 2,4-D and
ZR among the sweetpotato cultivars (Table 2). Callus induction began
as swollen regions at the cut ends of the explants. The non-embryogenic
and pro-embryonic masses with tightly packed isodiametric cells
developed from the stem explants or calli are presented in Figures 1A
and 1B, respectively.

Somatic embryo development and plant regeneration

Four months after the transfer of calli onto the EIM, somatic
embryogenic structures developed. All sweetpotato cultivars produced
somatic embryos on embryogenic calli formed. Jewel and KSP36 were
the best responding cultivars with regards to somatic embryogenesis on
EIM (p<0.05, Table 3) with embryogenic calli formation frequencies
of 96.72% and 89.56, respectively while Kemb36 and Mweu mutheke
produced the lowest somatic embryos with embryogenic calli formation
frequencies of 76.63 % and 60.86%, respectively (Table 3). Jewel and
KSP36 showed no significant difference in somatic embryogenic callus
formation frequency (p>0.05, Table 3). However, there was significant
difference in somatic embryogenic callus formation frequency between

Kemb36 and Mweu mutheke (p<0.05, Table 3). Callus from Jewel
explants grew better and turned yellow faster compared to calli from
KSP36 explants. The growth and somatic embryogenic response of calli
from Kemb36 and Mweu mutheke was the least. Somatic embryogenesis
began at swollen regions at the cut ends giving rise to three different
types of calli: non-embryogenic calli (Figure 1A), embryogenic calli
(Figure 1B) and some with embryogenic and non-embryogenic sections
on the same callus.

The greenish compact, and slow growing calli that developed
organized structures and eventually exhibited tissue differentiation
were regarded as embryogenic (Figure 1C), in contrast to the non-
embryogenic calli that were white or cream, friable and fast growing.
After 4-5 weeks on EIM medium, some calli of the sweetpotato
cultivars turned green and formed globular, heart, torpedo and
cotyledonary stages of embryos which appeared successively. Although
somatic embryogenesis callus formation frequencies were significantly
high across all the cultivars, the regeneration frequencies were modest
ranging from 22.94% for Mweu mutheke to 71.22% for Jewel (Table 3).

Cultivar No. of Explants Callus induction I Callus induction II*
Jewel 144 48.00 + 10.542 48.00 + 10.542
Kemb36 147 49.00 + 8.19° 49.00 + 8.19°
KSP36 151 50.33 + 13.582 50.33 + 13.58°
Mweu mutheke 175 58.33 + 11.932 58.33 + 11.932
*Values indicate the average numbers of calli per explant cultured on CIM and CPM media (Mean * standard deviation). Means are from three replicates. Values followed
by same letter in the same column are not significantly different (p>0.05) according to Tukey’s Honest Significant Difference test

Table 2: Effects of 2,4-D and ZR on callus induction on sweetpotato cultivars.

Figure 1: Sweetpotato tissue culture regeneration profile via somatic embryogenesis. A. white friable non-embryogenic callus; B and C. Greening of embryogenic calli
and shoot development on EIM; D. Regenerating tissue on EMM. Callus; E. Regenerated plant on SPM; F. Mature plant in greenhouse.

Cultivar Initial No. of Explant | No. of embryogenic calli* Embry?genic calli No. of shoots Regeneration frequency?
regeneration frequencyY regenerated*
Jewel 144 46.33 £ 9.502 96.72 + 1.58° 33.33+10.21° 71.22 +8.70°
Kemb36 147 37.33+5.13° 76.63 + 5.96° 15.33 £ 0.58% 4144 £413°
KSP36 151 45.00 £ 12.00° 89.56 + 2.69° 29.00 + 8.89 64.29 £+ 5.71°
Mweu mutheke 175 35.67 + 8.39° 60.86 + 3.412 8.00 +1.732 22.94 +4.88°

*The values (Mean % standard deviation) indicate the average numbers of calli cultured on EIM media. YEmbryogenic calli formation efficiency was calculated as the
percentage number of meristems that formed embryogenic calli from the total number of starting meristems. ZRegeneration frequency was calculated as the percentage
number of embryogenic calli that regenerated shoots from the total number of starting embryogenic calli. Values followed by same letter in the same column are not
significantly different (p>0.05) according to Tukey’s Honest Significant Difference test

Table 3: Somatic embryogenesis and regeneration of different sweetpotato cultivars.
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Embryonic structures developed after 4 months of culture and
mature somatic embryos that were formed were transferred onto embryo
maturation medium (EMM) supplemented with 2 mg/l abscisic acid
medium. After two months on EMM medium, shoot-like structures
emerged from the callus (Figure 1D). A few of the calli differentiated to
form embryonic structures and a fewer embryos ultimately produced
plants. After approximately 8 weeks, shoots that initially had an unusual
appearance (thickened) reverted to a normal phenotype, and were
transferred onto SPM for plant propagation (Figure 1E). The in vitro
regenerated plants were hardened grew normally in the greenhouse
successfully (Figure 1F).

Discussion

In this study, in vitro plants from four selected sweetpotato
cultivars were established by meristem culture and used to obtain
stem explants for the successful induction of embryogenic tissues and
subsequent plant regeneration. Variations in shoot-regeneration among
sweetpotato cultivars observed in this study were reported in previous
studies for sweetpotato when shoot tips were used as the source of
explants [16,20,35]. This implies that germination of sweetpotato apical
meristems is cultivar-dependent.

Plant regeneration through somatic embryogenesis largely relies
on synchronized production, maturation and conversion of embryos
into plants [15]. The phenomenon of somatic embryogenesis requires
attainment of embryogenic competence via dedifferentiation, chromatin
remodelling and gene expression programming in somatic cells
[36,37]. Somatic embryogenesis procedures are preferred over shoot
organogenesis because somatic embryogenesis is the most efficient
method for regenerating genetically transformed sweetpotato plants,
although this technique is constrained by low regeneration efficiency
and strong effects of cultivar-dependency. In order to induce somatic
embryogenesis in sweetpotato, a two-stage approach, by first exposing
explants to 2,4-D for 5 to 6 days, followed by a prolonged exposure to
ZR in the second stage was found to be the most effective. The induction
of callus in sweetpotato is commonly achieved when the medium is
supplemented with 2,4-D [16,23,38]. However, in this study, addition
of ZR to medium containing 0.5 mg/1 2,4-D increased the percentage of
somatic embryogenic induction from shoot apex explants. Gosukonda
et al. [39] also used the two-stage approach for somatic embryogenesis
in sweetpotato. A similar technique, where the auxin 0.5 mg/1 2,4-D
was replaced by 4-fluorophenoxyacetic acid in the first stage followed
by a prolonged exposure to ZR, was reported for sweetpotato Jewel,
yielding 100% shoot regeneration of stably transformed transgenic
plants [30]. In this study, 0.5 mg/l 2,4-D was used in the first stage and
was found to be effective for promoting callus induction when explants
were exposed for 5 to 6 days in callus induction medium. Dessai et
al. [40] and Gosukonda et al. [39] previously observed that a slightly
longer exposure to auxin in the first stage can cause profuse callusing
at the end of petioles and failure to regenerate in the subsequent stages.
It is therefore, plausible that the 5 to 6 days exposure to 2,4-D in the
initial stage in this study may have been too long. While this may be the
case, this study established that 5 to 6 days were necessary for swelling
of the stem to occur, which is a requirement for the transition to the
second-stage hormone treatment. Some explants developed multiple
adventitious shoots that emerged from callus at the cut site of petioles,
in accordance to previous observations by Sefasi et al. [18] and Santa-
Maria et al. [41]. The effect of lower or higher ZR concentrations for
promoting either rooting or compact callus development has also been
reported in earlier study by Dessai et al. [40] who observed that induced
adventitious shoots formation. Therefore, to achieve efficient shoot

regeneration in sweetpotato, a brief exposure of explants to 2,4-D and
followed by a cytokinin may be very critical. This phenomenon may be
due to explants acquiring ‘competency’ for regeneration after a specific
period of exposure to an auxin at which stage they would be most
responsive to the cytokinin thus resulting in high shoot regeneration.

Typical developmental phases were observed in somatic embryos
developing from both callus-mediated and those directly arising from
explants. Pro-embryonic masses with tightly packed isodiametric cells
developed from the stem explants or calli from which the globular,
heart, torpedo and cotyledonary stages appeared successively. Somatic
embryos appeared distinctively green against the yellowish background
of the callus or the explant. Results of this study demonstrate that stem
explants can be readily regenerated to form shoots. Stem explants
derived from meristem culture are excellent source material over other
explants such as apical meristems due to easy storage and accessibility
to large amounts of uniform quality explant material explant for
sweetpotato regeneration [28].

Maturation of somatic embryos involves the development of globular
embryos into cotyledonary embryos with defined shoot and root axes
[42]. The use of ABA was vital for the maturation of sweetpotato somatic
embryos, resulting in the development of morphologically normal
plants. The mode of action of ABA during embryo development is not
well understood, however, it is commonly employed to synchronise
somatic embryogenesis and improve developmental attributes and
conversion of somatic embryos to shoots [43,44]. Prolonged exposure
of somatic embryos to ABA possibly stimulates embryo development
and subsequent germination and conversion of the embryos to shoots
[45].

Findings from the present study show that regeneration of the
sweetpotato cultivars was genotype dependent. Therefore, the genetic
structure appeared to be the most critical factor governing varying degree
of tissue culture response of cultivars. The major influence on tissue
culture response appears to be genetic, with tissue culture requirements
varying between cultivars. Consequently, the regenerative capability of
various explants is dependent on sweetpotato cultivar. In addition to
cultivar-dependent response, the presence of meristematic tissues in
young stems may have contributed to higher regeneration frequencies.
Meristem tissues contain actively dividing cells that are responsible for
length extension of the plant body and therefore have a greater capacity
for regeneration [32]. Screening of varieties for their response in tissue
culture is important since it allows the identification of genotypes that
are more amenable for manipulation. In this study, the four sweetpotato
cultivars tested were able to undergo somatic embryogenesis and plant
regeneration under the culture conditions tested. However, the degree
of morphogenic response was found to be cultivar-dependent. Jewel
was the most responsive in all treatments, while Mweu mutheke was
consistently the least responsive.

In conclusion, a high-throughput system for somatic embryogenesis
and plant regeneration has been developed which is effective across
four sweetpotato cultivars. This was attained by combining auxin
and cytokinin growth regulators at appropriate combinations and
concentrations in order to stimulate callus induction, somatic
embryogenesis and plant regenerations from meristem explants. This
protocol serves as a basis for transgenic technologies or genome editing
for this important crop.

Acknowledgement

We are grateful for support from the National Commission for Science and
Technology, Grant No. NCST/5/003/3¢ CALL PhD/020, Kenya Agricultural and

J Tissue Sci Eng
ISSN: 2157-7552 JTSE, an open access journal

Volume 7 ¢ Issue 2 + 1000176



Citation: Mbinda W, Anami S, Ombori O, Dixelius C, Oduor R (2016) Efficient Plant Regeneration of Selected Kenyan Sweetpotato (/[pomoea batatas
(L.) Lam.) Cultivars through Somatic Embryogenesis. J Tissue Sci Eng 7: 176. doi:10.4172/2157-7552.1000176

Page 5 of 6

Livestock Research Organization and International Research Institute for kindly
providing the sweetpotato cultivars.

References

1.

Raymundo R, Asseng S, Cammarano D, Quiroz R (2014) Potato, sweetpotato
and yam models for climate change: A review. Field Crops Res 166: 173-185.

Suarez MH, Hernandez Al, Galdén BR, Rodriguez LH, Cabrera CE, et al. (2016)
Application of multidimensional scaling technique to differentiate sweetpotato
(lIpomoea batatas (L.) Lam) cultivars according to their chemical composition. J
Food Comp Anal 46: 43-49.

Ziska LH, Runion GB, Tomecek M, Prior SA, Torbet HA, et al. (2009) An
evaluation of cassava, sweetpotato and field corn as potential carbohydrate
sources for bioethanol production in Alabama and Maryland. Biomass and
Bioenergy 33: 1503-1508.

Woolfe JA (1992) Sweetpotato: An untapped food resource. Cambridge
University Press.

Zawedde BM, Harris C, Alajo A, Hancock J, Grumet R (2014) Factors
influencing diversity of farmers’ varieties of sweetpotato in Uganda: Implications
for conservation. Economic Botany 68: 337-349.

Fan W, Zhang M, Zhang H, Zhang P (2012) Improved tolerance to various
abiotic stresses in transgenic sweetpotato (lpomoea batatas) expressing
spinach betaine aldehyde dehydrogenase. PLoS One 7: e37344.

Hue SM, Low MY (2015) An insight into sweet potato weevils management: A
review. Psyche: Aust J Entomol 1-11.

Ngailo S, Shimelis H, Sibiya J, Mtunda K (2013) Sweet potato breeding for
resistance to sweet potato virus disease and improved yield: progress and
challenges. African Afr J Agric Res 8: 3202-3215.

Dia M, Wehner TC, Hassell R, Price DS, Boyhan GE, et al. (2016a) Genotype
x environment interaction and stability analysis for watermelon fruit yield in the
United States. Crop Sci. 56: 1645-1661.

10. Dia M, Wehner TC, Hassell R, Price DS, Boyhan GE, et al. (2016b) Values of

locations for representing mega-environments and for discriminating yield of
watermelon in the U.S. Crop Sci 56: 1726-1735.

11. Dia M, Wehner TC, Arellano C (2016c) Analysis of genotype x environment

interaction (GxE) using SAS programming. Agron J 108: 1-15.

12. Manrique-Trujillo S, Diaz D, Reafio R, Ghislain M, Kreuze J (2013) Sweetpotato

plant regeneration via an improved somatic embryogenesis protocol. Sci Hort
161: 95-100.

3. Placide R, Shimelis H, Laing M, Gahakwa D (2013) Physiological mechanisms

and conventional breeding of sweetpotato (lpomoea batatas (L.) Lam.) to
drought-tolerance. Afr J Agric Res 8: 1837-1846.

14. Prakash CS, Varadarajan U (1992) Genetic transformation of sweetpotato by

particle bombardment. Plant Cell Rep 11: 53-57.

15. Kumar V, Moyo M, Van Staden J (2015) Somatic embryogenesis of Pelargonium

sidoides DC. Plant Cell Tissue Organ Cult 121: 571-577.

16. Otani M, Shimada T (1996) Efficient embryogenic callus formation in

sweetpotato (/pomoea batatas (L.) Lam.). Breed Sci 46: 257-260.

7.Triqui ZE, Guédira A, Chlyah A, Chlyah H, Souvannavong V, et al. (2008)

Effect of genotype, gelling agent, and auxin on the induction of somatic
embryogenesis in sweetpotato (/jpomoea batatas Lam.). Comptes Rendus
Biologies 331: 198-205.

18. Sefasi A, Kreuze J, Ghislain M, Manrique S, Kiggundu A, et al. (2012) Induction

20.

2

o

of somatic embryogenesis in recalcitrant sweetpotato (l[pomoea batatas L.)
cultivars. Afr J Biotechnol 11: 16055-16064.

. Sihachakr D, Haicour R, Alves JC, Umboh |, Nzoghé D, et al. (1997) Plant
regeneration in sweetpotato (l[pomoea batatas L., Convolvulaceae). Euphytica
96: 143-152.

Al-Mazrooei S, Bhatti MH, Henshaw GG, Taylor NJ, Blakesley D (1997)
Optimisation of somatic embryogenesis in fourteen cultivars of sweet potato
[Ipomoea batatas (L.) Lam.]. Plant Cell Rep 16: 710-714.

=

. Cipriani G, Fuentes S, Bello V, Salazar LF, Ghislain M, et al. 1999a) Transgene
expression of rice cysteine proteinase inhibitors for the development of

22.

23.

24,

25.

26.

27.

28.

29.

30.

3

=

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

resistance against sweetpotato feathery mottle virus. CIP Program Report
2000: 267-271.

Dhir SK, Oglesby J, Bhagsari AS (1998) Plant regeneration via somatic
embryogenesis and transient gene expression in sweet potato protoplasts.
Plant Cell Rep 17: 665-669.

Liu QC, Zhai H, Wang Y, Zhang DP (2001) Efficient plant regeneration from
embryogenic suspension cultures of sweetpotato. In Vitro Cell Dev Biol-Plant
37: 564-567.

Moran R, Garcia R, Lopez A, Zaldua Z, Mena J, et al. (1998) Transgenic sweet
potato plants carrying the delta-endotoxin gene from Bacillus thuringiensis var.
tenebrionis. Plant Sci 139: 175-184.

Newell CA, Lowe JM, Merryweather A, Rooke LM, Hamilton WD (1995)
Transformation of sweetpotato (lpomoea batatas (L.) Lam.) with Agrobacterium
tumefaciens and regeneration of plants expressing cowpea trypsin inhibitor and
snowdrop lectin. Plant Sci 107: 215-227.

Kreuze JF, Klein IS, Lazaro MU, Chuquiyuri WJ, Morgan GL, et al. (2008) RNA
silencing-mediated resistance to a crinivirus (Closteroviridae) in cultivated
sweetpotato (lpomoea batatas L.) and development of sweetpotato virus
disease following co-infection with a potyvirus. Mol Plant Pathol 9: 589-598.

Otani M, Shimada T, Kimura T, Saito A (1998) Transgenic plant production
from embryogenic callus of sweetpotato (l[pomoea batatas (L.) Lam.) using
Agrobacterium tumefaciens. Plant Biotechnol 15: 11-16.

Song GQ, Honda H, Yamaguchi K 1 (2004) Efficient Agrobacterium tumefaciens-
mediated transformation of sweet potato (l[pomoea batatas (L.) Lam.) from
stem explants using a two-step kanamycin-hygromycin selection method. In
Vitro Cell Dev Biol Plant 40: 359-365.

Xing Y, Ji Q, Yang Q, Luo Y, Li Q, et al. (2008) Studies on Agrobacterium-
mediated genetic transformation of embryogenic suspension cultures of
sweetpotato. Afr J Biotechnol 7: 534-540.

Lou HR, Maria MS, Benavides J, Zhang DP, Zhang YZ, et al. (2006) Rapid
genetic transformation of sweetpotato (lpomoea batatas (L.) Lam) via
organogenesis. Afr J Biotechnol 5: 1851-1857.

. Sivparsad BJ, Gubba A (2014) Development of transgenic sweet potato with

multiple virus resistance in South Africa (SA). Transgenic Res 23: 377-388.

Sivparsad BJ, Gubba A (2012) Development of an efficient plant regeneration
protocol for sweetpotato (lpomoea batatas L.) cv. Blesbok. Afr J Biotechnol 11:
14982-14987.

Shekhar S, Agrawal L, Buragohain AK, Datta A, Chakraborty S, et al. (2013)
Genotype independent regeneration and Agrobacterium-mediated genetic
transformation of sweetpotato (l[pomoea batatas L.). Plant tissue cult Biotechnol
23: 87-100.

Cipriani G, Michaud D, Brunelle F, Golmirzaie A, Zhang DP (1999b) Expression
of soybean proteinase inhibitor in sweetpotato. Impact in a Changing World.
Program Report 1997-1998.

Santa-Maria M, Pecota KV, Yencho CG, Allen G, Sosinski B (2009) Rapid
shoot regeneration in industrial ‘high starch’ sweetpotato (lpomoea batatas L.)
genotypes. PCTOC 97: 109-117.

Verdeil JL, Alemanno L, Niemenak N, Tranbarger TJ (2007) Pluripotent versus
totipotent plant stem cells: Dependence versus autonomy? Trends Plant Sci
12: 245-252.

Rose RJ, Mantiri FR, Kurdyukov S, Chen SK, Wang XD, et al. (2010)
Developmental biology of somatic embryogenesis. In Plant developmental
biology-biotechnological perspectives Springer Berlin Heidelberg 2: 3-26.

Guevara YJ, Suarez IE, Salgado JA (2012) In vitro induction and proliferation of
sweetpotato (l[pomoea batatas (L.) Lam.) cell tissues in 2,4-D supplied medium.
Revista Temas Agrarios 17: 9-17.

Gosukonda RM, Prakash CS, Dessai AP (1995) Shoot regeneration in vitro
from diverse genotypes of sweetpotato and multiple shoot production per
explant. HortScience 30: 1074-1077.

Dessai AP, Gosukonda RM, Blay E, Dumenyo CK, Medina-Bolivar F, et al.
(1995) Plant regeneration of sweetpotato (lpomoea batatas L.) from leaf
explants in vitro using a two-stage protocol. Sci Hor 62: 217-224.

Santa-Maria MC, Yencho CG, Haigler CH, Thompson WF, Kelly RM, et al.

J Tissue Sci Eng
ISSN: 2157-7552 JTSE, an open access journal

Volume 7 ¢ Issue 2 + 1000176


https://dx.doi.org/10.1016/j.fcr.2014.06.017
https://dx.doi.org/10.1016/j.fcr.2014.06.017
http://www.sciencedirect.com/science/article/pii/S0889157515002318
http://www.sciencedirect.com/science/article/pii/S0889157515002318
http://www.sciencedirect.com/science/article/pii/S0889157515002318
http://www.sciencedirect.com/science/article/pii/S0889157515002318
https://dx.doi.org/10.1186/2193-1801-2-493
https://dx.doi.org/10.1186/2193-1801-2-493
https://dx.doi.org/10.1186/2193-1801-2-493
https://dx.doi.org/10.1186/2193-1801-2-493
https://dx.doi.org/10.1007/s12231-014-9278-3
https://dx.doi.org/10.1007/s12231-014-9278-3
https://dx.doi.org/10.1007/s12231-014-9278-3
http://dx.doi.org/10.1371/journal.pone.0037344
http://dx.doi.org/10.1371/journal.pone.0037344
http://dx.doi.org/10.1371/journal.pone.0037344
http://dx.doi.org/10.1155/2015/849560
http://dx.doi.org/10.1155/2015/849560
https://dx.doi.org/10.5897/AJAR12.1991
https://dx.doi.org/10.5897/AJAR12.1991
https://dx.doi.org/10.5897/AJAR12.1991
https://dx.doi.org/10.2135/cropsci2015.11.0698
https://dx.doi.org/10.2135/cropsci2015.11.0698
https://dx.doi.org/10.2135/cropsci2015.11.0698
https://dx.doi.org/10.2134/agronj2016.02.0085
https://dx.doi.org/10.2134/agronj2016.02.0085
https://dx.doi.org/10.1016/j.scienta.2013.06.038
https://dx.doi.org/10.1016/j.scienta.2013.06.038
https://dx.doi.org/10.1016/j.scienta.2013.06.038
https://dx.doi.org/10.5897/AJAR12.1795
https://dx.doi.org/10.5897/AJAR12.1795
https://dx.doi.org/10.5897/AJAR12.1795
https://dx.doi.org/10.1007/BF00235252
https://dx.doi.org/10.1007/BF00235252
https://dx.doi.org/10.1007/s11240-015-0726-2
https://dx.doi.org/10.1007/s11240-015-0726-2
https://www.jstage.jst.go.jp/article/jsbbs1951/46/3/46_3_257/_pdf
https://www.jstage.jst.go.jp/article/jsbbs1951/46/3/46_3_257/_pdf
https://dx.doi.org/ 10.1016/j.crvi.2007.11.009
https://dx.doi.org/ 10.1016/j.crvi.2007.11.009
https://dx.doi.org/ 10.1016/j.crvi.2007.11.009
https://dx.doi.org/ 10.1016/j.crvi.2007.11.009
https://dx.doi.org/ 10.5897/AJB12.1615
https://dx.doi.org/ 10.5897/AJB12.1615
https://dx.doi.org/ 10.5897/AJB12.1615
https://dx.doi.org/ 10.1023/A:1002997319342
https://dx.doi.org/ 10.1023/A:1002997319342
https://dx.doi.org/ 10.1023/A:1002997319342
https://dx.doi.org/10.1007/s002990050307
https://dx.doi.org/10.1007/s002990050307
https://dx.doi.org/10.1007/s002990050307
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.602.3380&rep=rep1&type=pdf
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.602.3380&rep=rep1&type=pdf
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.602.3380&rep=rep1&type=pdf
http://citeseerx.ist.psu.edu/viewdoc/download?doi=10.1.1.602.3380&rep=rep1&type=pdf
https://dx.doi.org/10.1007/s002990050462
https://dx.doi.org/10.1007/s002990050462
https://dx.doi.org/10.1007/s002990050462
https://dx.doi.org/10.1007/s11627-001-0098-7
https://dx.doi.org/10.1007/s11627-001-0098-7
https://dx.doi.org/10.1007/s11627-001-0098-7
10.1016/S0168-9452(98)00179-4
10.1016/S0168-9452(98)00179-4
10.1016/S0168-9452(98)00179-4
https://dx.doi.org/10.1016/0168-9452(95)04109-8
https://dx.doi.org/10.1016/0168-9452(95)04109-8
https://dx.doi.org/10.1016/0168-9452(95)04109-8
https://dx.doi.org/10.1016/0168-9452(95)04109-8
http://onlinelibrary.wiley.com/doi/10.1111/j.1364-3703.2008.00480.x/epdf
http://onlinelibrary.wiley.com/doi/10.1111/j.1364-3703.2008.00480.x/epdf
http://onlinelibrary.wiley.com/doi/10.1111/j.1364-3703.2008.00480.x/epdf
http://onlinelibrary.wiley.com/doi/10.1111/j.1364-3703.2008.00480.x/epdf
http://doi.org/10.5511/plantbiotechnology.15.11
http://doi.org/10.5511/plantbiotechnology.15.11
http://doi.org/10.5511/plantbiotechnology.15.11
https://dx.doi.org/10.1079/IVP2004539
https://dx.doi.org/10.1079/IVP2004539
https://dx.doi.org/10.1079/IVP2004539
https://dx.doi.org/10.1079/IVP2004539
https://dx.doi.org/10.5897/AJB07.724
https://dx.doi.org/10.5897/AJB07.724
https://dx.doi.org/10.5897/AJB07.724
https://dx.doi.org/10.5897/AJB2006.000-5074
https://dx.doi.org/10.5897/AJB2006.000-5074
https://dx.doi.org/10.5897/AJB2006.000-5074
http://dx.doi.org/10.1007/s11248-013-9759-7
http://dx.doi.org/10.1007/s11248-013-9759-7
.5897/AJB12.2249
.5897/AJB12.2249
.5897/AJB12.2249
http://www.banglajol.info/index.php/PTCB/article/view/15565
http://www.banglajol.info/index.php/PTCB/article/view/15565
http://www.banglajol.info/index.php/PTCB/article/view/15565
http://www.banglajol.info/index.php/PTCB/article/view/15565
http://www.sweetpotatoknowledge.org/files/expression-of-soybean-proteinase-inhibitor-in-sweetpotato/
http://www.sweetpotatoknowledge.org/files/expression-of-soybean-proteinase-inhibitor-in-sweetpotato/
http://www.sweetpotatoknowledge.org/files/expression-of-soybean-proteinase-inhibitor-in-sweetpotato/
https://dx.doi.org/10.1007/s11240-009-9504-3
https://dx.doi.org/10.1007/s11240-009-9504-3
https://dx.doi.org/10.1007/s11240-009-9504-3
dx.doi.org/10.1016/j.tplants.2007.04.002
dx.doi.org/10.1016/j.tplants.2007.04.002
dx.doi.org/10.1016/j.tplants.2007.04.002
https://dx.doi.org/10.1007/978-3-642-04670-4_1
https://dx.doi.org/10.1007/978-3-642-04670-4_1
https://dx.doi.org/10.1007/978-3-642-04670-4_1
https://www.cabdirect.org/?target=%2fcabdirect%2fabstract%2f20133195280
https://www.cabdirect.org/?target=%2fcabdirect%2fabstract%2f20133195280
https://www.cabdirect.org/?target=%2fcabdirect%2fabstract%2f20133195280
http://agris.fao.org/agris-search/search.do?recordID=US9745205
http://agris.fao.org/agris-search/search.do?recordID=US9745205
http://agris.fao.org/agris-search/search.do?recordID=US9745205
http://www.sciencedirect.com/science/article/pii/030442389500767N
http://www.sciencedirect.com/science/article/pii/030442389500767N
http://www.sciencedirect.com/science/article/pii/030442389500767N
https://dx.doi.org/10.1002/btpr.573

Citation: Mbinda W, Anami S, Ombori O, Dixelius C, Oduor R (2016) Efficient Plant Regeneration of Selected Kenyan Sweetpotato (/[pomoea batatas
(L.) Lam.) Cultivars through Somatic Embryogenesis. J Tissue Sci Eng 7: 176. doi:10.4172/2157-7552.1000176

Page 6 of 6

(2011) Starch self-processing in transgenic sweetpotato roots expressing a 44. Al-Khayri JM, Al-Bahrany AM (2012) Effect of abscisic acid and polyethylene
hyperthermophilic a-amylase. Biotechnol Progr 27: 351-359. glycol on the synchronization of somatic embryo development in date palm

42. PieroNgugi M, Okoth OR, Ombori OR, Murugi NJ, Jalemba MA, et al. (2015) (Phoenix dactylifera L.. Biotechnology 11: 318-325.
Regeneration of Kenyan Cassava (Manihot esculenta Crantz) Genotypes. Adv 45. Nolan KE, Song Y, Liao S, Saeed NA, Zhang X, Rose RJ (2014) An unusual

Crop Sci Tech 3: 147-154. L , N T ’ )
abscisic acid and gibberellic acid synergism increases somatic embryogenesis,
43.Pérez M, Caiial MJ, Toorop PE (2015) Expression analysis of epigenetic facilitates its genetic analysis and improves transformation in Medicago
and abscisic acid-related genes during maturation of Quercus suber somatic truncatula. PloS one 9: €99908.
embryos. PCTOC 121: 353-366.

J Tissue Sci Eng

ISSN: 2157-7552 JTSE, an open access journal Volume 7 « Issue 2 + 1000176


https://dx.doi.org/10.1002/btpr.573
https://dx.doi.org/10.1002/btpr.573
https://dx.doi.org/10.4172/2329-8863.1000183
https://dx.doi.org/10.4172/2329-8863.1000183
https://dx.doi.org/10.4172/2329-8863.1000183
https://dx.doi.org/10.1007/s11240-014-0706-y
https://dx.doi.org/10.1007/s11240-014-0706-y
https://dx.doi.org/10.1007/s11240-014-0706-y
http://www.scialert.net/abstract/?doi=biotech.2012.318.325
http://www.scialert.net/abstract/?doi=biotech.2012.318.325
http://www.scialert.net/abstract/?doi=biotech.2012.318.325
http://dx.doi.org/10.1371/journal.pone.0099908
http://dx.doi.org/10.1371/journal.pone.0099908
http://dx.doi.org/10.1371/journal.pone.0099908
http://dx.doi.org/10.1371/journal.pone.0099908

	Title
	Corresponding Author
	Abstract
	Keywords
	Introduction 
	Materials and Methods 
	Plant material 
	In vitro culture initiation 
	Callus induction 
	Somatic embryo development and plant regeneration 
	Data analysis 

	Results
	In vitro culture initiation 
	Callus induction 
	Somatic embryo development and plant regeneration 

	Discussion
	Acknowledgement 
	Figure 1
	Table 1
	Table 2
	Table 3
	References

