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Metagenomics in molecular microbial ecology
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Metagenomics and complementary omics methods have revolutionized molecular biology in general and molecular 
microbial ecology in particular. Metagenomics is an emerging field that has changed the way microbiologists study 

microorganisms. It involves the genomic analysis of microorganisms by extraction and cloning of DNA from a group of 
microorganisms, or the direct use of the purified DNA or RNA for sequencing, which allows scientists to bypass the usual 
protocol of isolating and culturing individual microbial species. This method is now used in laboratories across the globe to 
study microorganism diversity and for isolating novel medical and industrial compounds. This presentation would review 
Metagenomics analyses and their application in different habitats with an emphasis on soil. One Gram of soil is reported 
to contain up to 10 billion microorganisms and thousands of different species. Microorganisms can be considered to be the 
fundamental driving force of the biosphere and have dominated life on earth for over 3 billion years. The genetic resources in a 
single gram of soil possesses 3 million times more sequences than in the human genome and only 3 grams of soil contain more 
bacteria than the earth does humans. It has been estimated that the human body contains more prokaryotic- than human cells. 
The challenge is to evaluate the distribution and function of 1030 prokaryotes on earth.
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