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Two marine yeast isolates were tested for their tolerance on YPD Agar medium and adapted further in YPD liquid medium 
containing 1mM of Cr (VI). Effect of Cr (VI) on the growth kinetics was studied. Morphological changes were observed 

by using scanning electron microscopy (SEM) and light microscopy. Bioaccumulation of Cr (VI) by using both yeast cells were 
studied with respect to pH, temperature, agitation, cell numbers and initial metal concentrations. Accumulation of the metal 
by the yeast cells was demonstrated by using transmission electron microscopy. The results indicated that the yeast cells have 
potential for removal of Cr (VI) ions.
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Biochips-Nanobiotechnology: Biochips connecting to the DNA computers. A tool for 
biomedical application
Krithika Shankaran
SASTRA University, India

Barriers that come along with the DNA computers are the error rates of the propability 5.5 to 6.5/10 since the biochip 
correspond to the live neural circuits that are unpredictable. Overcoming this, it’s a proposal that instead of just using the 

biochips in DNA computer we could possibly narrow down to the usage of both the integrated circuits and the biochips as well, 
on separate substrates but the same platform that are connected by transmission lines( wireless or wired or by metallization like 
in integrated circuits). DNA embedded on the chip, the problems that are in the height of necessity to us can be performed by the 
biochip, the other normal operations (programming, social networking etc) by our IC. The PIT (Programmable Interval Timer) 
is programmed for taking into consideration our time factor. .The C-MOS Both N-MOS and C-MOS standard circuits are made 
use of in parallel connections for great parallel programming, where one part is connected as the other isn’t.
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Promise of pharmacogenomics
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Combinatorial pharmacogenomics seeks to characterized genetic variation that effect reaction to potentially toxic agents 
within the complex metabolic network of human body. Polymorphic drug metabolizing enzyme are likely to represent some 

of the most common inheritable risk factors associated with common disease phenotypes such as  adverse drug reaction. The 
relatively high concordance between polymorphism in drug metabolizing enzyme and clinical phenotypes indicates that research 
into this class of polymorphism could benefit patient in the near future. Characterization of other genes affecting drug disposition 
(absorption, distribution, metabolism and elimination) will further enhance this process. As with most question concerning 
biological system the complexity arises out of the combinatorial magnitude of all the possible interactions and pathways .The high 
dimensionality of the resulting analysis problem will often overwhelm traditional analysis methods .Novel analysis techniques, 
such as multifactor, dimensionality reduction offer viable options for evaluating such data.
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