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Vanshanudhan: A rice gene database for geneticists and breeders
Pawan Kumar Jayaswal, Bikram Pratap Singh, T. R. Sharma and N. K. Singh
National Research Centre on Plant Biotechnology, India

Rice (Oryza sativa L.) is the staple food for almost 50% of the world’s population. Rice genome is fully sequenced but 
sharing of genomic information with the world scientific community is one of the important hallenges. Many databases are 

maintaining rice genomic information but Vanshanudhan is very different because of its queries based searches. Vanshanudhan 
database (http://125.18.242.23:8080/genome/Login.jsp) facilitates search based on complete genome data including gene, cDNA 
and protein sequence. Present Vanshanudhan data is based on rice pseudomolecule version 3.0 released from Michigan State 
University with a unique gene nomenclature e.g. 01-0001, which defines chromosome number as well as gene number. We 
have upgraded the complete genomic information from pseudomolecule version 3.0 to version 7.0 and integrated it with the 
recently developed NRCPB rice marker information system which provides specific SSR and SNP marker information for each 
rice chromosome. We simultaneously incorporated NRCPB trait information system with it which is broadly classified into six 
different categories such as yield, quality, biotic stress, abiotic stress, plant architecture, biomass and  further these are again 
classified into sub category . These marker and trait information systems are fully integrated with each other and are able to 
provide relevant query based information. The database platform is developed using MySQL in relational database management 
system and JSP is used as a middle ware. The entire database is implemented on high performance computing server with UNIX 
Sun solaris version 5.9 and easily accessed through links. This database aims to provide useful information for the researcher 
community engaged in rice crop improvement programme.
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PCR amplification for the identification of Fusarium sp from OMW and plant, and 
amplification of catalase/esterase encoding gene
Ramesh Mantri
Centre for Biotechnology Laboratories, AUCE (A), Andhra University, India

Lipase is an extracellular enzyme in Fusarium sp which has tremendous potential and application in pharmaceutical, food and 
in Detergents etc. This study was carried out to detect the lipase encoding gene in   Fusarium sp by polymerase chain reaction, 

for this three Fusarium    sp (FS1, FS2 and FS3) were isolated and identified from OMW and plant. The identities of the isolate 
were based on the morphological, biochemical characteristics of Fusarium as given in Fusarium manual of for identification 
of fungi. Carbohydrate utilization of the fungi and growth conditions were studied. Fungal sensitivity test was conducted and 
observed that all the three isolates were resistant to Ampicillin (A10), Pencillin (P2), and Methicillin (M5) and sensitive resistant 
to Ciproflaxin (CF5), etracyclin (T30) and Streptomycin (S10). Fusarim sp, pnp us was used as the control sample for all the 
tests. The Lipase encoding gene was amplified by Polymerase Chain Reaction and bands were observed at 0.5Kbp on Agarose gel 
electrophoresis using 500bp as the marker DNA indicating that the gene was encoded in the chromosome.
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