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Since the Bass-Becking (1934) hypothesis regarding microorganisms "Everything is everywhere but the environment selects" 
there has been immense progress on the biogeography and global distribution of marine prokaryotes. Most of this progress 

is due to the advent of the next generation sequencing (NGS) methods that boomed the last decade. Although field work is 
essential in revealing global distribution of microorganisms, the use of micro- and mesocosms provide an appropriate tool for 
testing specific hypothesis. Here, the author will report on the recent research on artificial mixing of prokaryotic communities 
in order to test the environmental selection of specific prokaryotes in grazer-free microcosms and also the effect of simulated 
climatic change conditions on shaping prokaryotic communities in marine mesocosms.
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