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hough LC-MS based platforms are an integral part of “small molecules”/

Xenobiotic drug discovery/development paradigm, application of these
techniques to biologics is still an evolving field. In this paper the application of LC-
MS and LC-MS/MS techniques for the characterization and quantitaion of complex
biological entities such as antibody drug Conjugates (ADCs) will be discussed. The
discussion will highlight how the LC-MS data can complement the more traditional
ELISA based assays and what additional information can be gleaned from the MS
data regarding the integrity and bioprocessing of these complex drug entities.

Result:
. tnAb = Deglycosylation o
(/ + LC-MS
Llnke'r'
mAb
A 100,00
A
; +  Enzymetic Digeation 1000.F
> g \:b"‘:h—.ﬁ_,—a ——10ha]
or »  LC-MS/MS A ==
E o

, MAD
i
4 100 e
L 0 7 1402120 38 42 48 8T
. Time {hre)

ANALBIOANAL-2010


http://dx.doi.org/10.4172/2155-9872.1000002

