
Page 31

Notes:

Journal of Biotechnology & Biomaterials | ISSN: 2155-952X | Volume: 8

July 23-24, 2018 | Vancouver, Canada

Annual Biotechnology Congress

Bacteriophage display of peptides for functional degradomics and other applications

The literature of functional degradomics is full of applications of different proteomes helping in the degradation of peptide 
molecules for their application in medicine, genomics and many other technologies. We have used this technique for 

digestion of various peptides in order to identify the proteases involved and document their proteolytic activity by confirming 
the degradation site by techniques such as MS. The objective was to identify the specific site for degradation of the peptides 
with respect to the other amino acids present in the vicinity. This specific act is able to define and classify proteases into various 
different classes. Also, determining the specific catalytic site and the adjoining amino acids, helps in visualizing the various 
proteolytic substrate molecules on which our proteases can work for digesting some macromolecules or working on a micro-
molecular process. We have identified many such substrates in case of implantation serine proteases I and II, kallikrein 5/6 and 
classical trypsin and thrombin. The mechanism of building a phage display library for this purpose is being presented here. 
The objective is to use this library for the identification of many different strains of Cannabis (cultivated to produce various 
types). The hypothesis for this research was formed because of the presence of many different types of cannabinoid receptors in 
the different cell types in humans. By differentiating strains based on their binding to different peptide substrates bound to the 
phage display library, we can easily differentiate between the different types of cannabis that can also be used to-the-pointing 
medicinal purposes.
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