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Since its first appearance in Europe, Usutu virus (USUV) diverged to several different genetic lineages. The virus was reported
to date from multiple countries across Europe (Hungary, Italy, Switzerland, Spain, Germany, Czech Republic and Belgium).
Considering the more frequently published impact of the virus on humans it is crucial to investigate locally circulating genetic
variants and trace its evolution. We retrospectively analyzed mosquito samples from Serbia Vojvodina region, collected during
2014. In this study, we report the results of the screening of 23753 female mosquitoes (753 pools) for USUV-specific nucleic-
acid. Based on phylogenetic analysis the Serbian USUV sequence was most closely related to the virus that emerged in Austria
in 2001, in Hungary in 2005 and was circulating until 2015 in Hungary. This data presents a wider geographic distribution of
this genetic variant and provides the first genetic data from this region.
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