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Abstract:

The Kitaake variety (ssp. japonica), has emerged as a
model for rice research. It is an extremely early flower-
ing rice cultivar, easy to propagate, with good yield po-
tential and eating quality. Here, we report the de novo
genome sequencing and analysis of KitaakeX, a Kitaake
variety carrying the XA21 immune receptor. Our Kita-
akeX sequence assembly contains 377.6 Mb, consisting of
33 scaffolds (476 contigs) with a contig N50 of 1.4 Mb.
The assembly is complemented with detailed gene anno-
tations of 35,594 protein coding genes. We identified
331,335 variations between KitaakeX and the reference
genome Nipponbare (ssp. japonica), and 2,785,991 vari-
ations between KitaakeX and Zhenshan97 (ssp. indica).
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