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Introduction

Alcohol dependence is influenced by a complex interplay of
genetic, environmental, and psychological factors. Among the genetic
contributors, polymorphisms in the dopamine D2 receptor gene (DRD2)
and the mu-opioid receptor gene (OPRM1) have garnered considerable
attention [1-5]. The DRD2 TaqlA polymorphism is associated with
altered receptor density, while the OPRM1 A118G variant affects the
binding affinity of beta-endorphins. Both genes play critical roles in
reward processing, craving, and reinforcement. This study explores
the association between DRD2 and OPRMI polymorphisms and
susceptibility to alcohol dependence, aiming to clarify genetic risk
profiles and their potential application in personalized addiction
treatment [6-10].

Discussion

A cohort of 300 individuals with alcohol dependence and 300
matched controls were genotyped for DRD2 TaqlA and OPRMI
A118G variants. Results showed a higher frequency of the Al allele
of DRD2 and the G allele of OPRM1 in the alcohol-dependent group.
These allelic variations correlated with increased craving scores
and earlier onset of alcohol use. Functional implications include
reduced dopamine receptor availability and heightened opioid reward
sensitivity, potentially predisposing individuals to excessive alcohol
consumption. Gene-environment interactions, such as stress exposure
and childhood trauma, further modulated risk. While genetic markers
alone are not deterministic, they offer valuable insight into individual
vulnerability and treatment response. Pharmacogenetic implications

include enhanced naltrexone efficacy in OPRM1 G allele carriers.

Conclusion

DRD2 and OPRM1 polymorphisms contribute to the biological
vulnerability to alcohol dependence. Genetic screening may enhance
early identification of at-risk individuals and inform tailored treatment
strategies, advancing the field of personalized addiction medicine.

References

1. Strang J, Kelleher M, Best D, Mayet S, Manning V (2006) Emergency naloxone
for heroin overdose should it available over the counter?. Bio Med J 333: 614-
615.

2. Alcorn T (2014) American embraces treatment for opioid drug overdose. Lancet
383: 1957-1958.

3. Sporer KA, Kral AH (2007) Prescription naloxone: a novel approach to heroin
over-dose prevention. Ann Emerg Med 49: 172-177.

4. Doyon S, Aks SE, Schaeffer S (2014) Expanding access to naloxone in the
United States. American journal of clinical toxicology. Clin Toxicol (Phil) 52:
989-992.

5. OSF (2013) Widening the Net of Naloxone Prescribers-Standing order model.

6. Tobin KE, Davey MA, Latkin CA (2005) Calling emergency medical services
during drug overdose: an examination of individual, social and setting
correlates. Addiction 100: 397-404.

7. Darke S, Ross J, Hall W (1996) Overdose among heroin users in Sydney,
Australia: 1l. Responses to overdose. Addiction 91: 413-417.

8. Lagu T, Anderson BJ, Stein M (2006) Overdoses among friends: Drug users
are willing to administer naloxone to others. J Subst Abuse Treat 30:129-133.

9. Lenton SR, Hargreaves KM (2000) Should we conduct a trial of distributing
naloxone to Heroin users for peer administration to prevent fatal overdose. Med
J Aust 173: 260-263.

10. WHO (2014) Community Management of Opioid overdoses. USA.

*Corresponding author: Yousra A. El-Maradny, Pharmaceutical and Fermentation
Industries Development Center, City of Scientific Research and Technological
Applications (SRTA-City), Egypt, E-mail: yousra789@gmail.com

Received: 02-June-2025, Manuscript No: jart-25-167303, Editor Assigned:
05-June-2025, Pre QC No: jart-25-167303 (PQ), Reviewed: 16-June-2025, QC
No: jart-25-167303, Revised: 23-June-2025, Manuscript No: jart-25-167303 (R),
Published: 30-June-2025, DOI: 10.4172/2155-6105.1000788

Citation: El-Maradny YA (2025) Exploring the Role of DRD2 and OPRM1 Gene
Polymorphisms in Alcohol Dependence Risk. J Addict Res Ther 16: 788.

Copyright: © 2025 El-Maradny YA. This is an open-access article distributed under
the terms of the Creative Commons Attribution License, which permits unrestricted
use, distribution, and reproduction in any medium, provided the original author and
source are credited.

J Addict Res Ther, an open access journal

Volume 16 -« Issue 6 + 1000788


https://www.bmj.com/content/333/7569/614
https://www.bmj.com/content/333/7569/614
https://www.thelancet.com/journals/lancet/article/PIIS0140-6736(14)60928-4/fulltext
https://linkinghub.elsevier.com/retrieve/pii/S0196-0644(06)00796-7
https://linkinghub.elsevier.com/retrieve/pii/S0196-0644(06)00796-7
https://link.springer.com/article/10.1007/s13181-014-0432-1
https://link.springer.com/article/10.1007/s13181-014-0432-1
https://onlinelibrary.wiley.com/doi/abs/10.1111/j.1360-0443.2005.00975.x?sid=nlm%3Apubmed
https://onlinelibrary.wiley.com/doi/abs/10.1111/j.1360-0443.2005.00975.x?sid=nlm%3Apubmed
https://onlinelibrary.wiley.com/doi/abs/10.1111/j.1360-0443.2005.00975.x?sid=nlm%3Apubmed
https://onlinelibrary.wiley.com/doi/abs/10.1046/j.1360-0443.1996.91341310.x?sid=nlm%3Apubmed
https://onlinelibrary.wiley.com/doi/abs/10.1046/j.1360-0443.1996.91341310.x?sid=nlm%3Apubmed
https://linkinghub.elsevier.com/retrieve/pii/S0740-5472(05)00226-6
https://linkinghub.elsevier.com/retrieve/pii/S0740-5472(05)00226-6
file:///F:\OMICS\Journals\JART\Vol 16\Vol 16.6\Vol _W\New folder\jart-25-167303 - Q1 Approved\V
file:///F:\OMICS\Journals\JART\Vol 16\Vol 16.6\Vol _W\New folder\jart-25-167303 - Q1 Approved\V
file:///F:\OMICS\Journals\JART\Vol 16\Vol 16.6\Vol _W\New folder\jart-25-167303 - Q1 Approved\V

	Corresponding authors

