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GALNT and GALNT14
O type-glycosylation which binding of monosaccharides to Ser and
Thr residues on receptor proteins is one of the most common posttranslational modifications. It regulates a variety of biological processes
that including cell growth, signaling, protein stability and traffic
analysis and cell adhesion [1]. O-type glycosylation is present in
humans with at least 20 members, from GALNTl to 14 and from
GALNTI to L6. It is catalyzed by GalNAc transferases which a large
polypeptide in the Golgi complex [2]. In addition to their role in
normal cellular processes, changes in O-glycan compositions alter
GALNT expression and cause cancer.
GALNT14 changes cell migration and cellular morphology. Over
expression of GALNT14 causes malignancies in many organs in
human body. We can see breast, ovarium, lungs and skin in previous
researches [2-5]. It has also been associated with neuroblastoma and
colorectal cancer in gene expression experiments performed [6,7].
GALNT14 expression is a potential biomarker for different cancers
including breast cancer and it is likely to play a role in the regulation of
apoptotic activity of insulin-like growth factor binding protein-3.
GALNT14, a catalytic enzyme, catalyzes a number of proteins such as
the gene product death receptors DR-4 and 5 [7]. GALNT14 mediated
death-receptor O-glycosylation regulates tumor-cell sensitivity to
tumor necrosis factor-related apoptosis-inducing ligand (TRAIL) [3].

breast cancer cells and thus induce metastasis. Therefore, it has been
suggested that this gene is a new therapeutic target for breast cancer
[6].

GALNT14 and Over Cancer
Ovarian cancer is the fifth cause of cancer mortality among women
population around the world, with about 225,500 new cases occurring
annually [10]. Among gynecologic malignancies, epithelial over
carcinoma is the most aggressive one. It can be cured in early stage by
surgery and chemotherapy, effectively. GALNT14 is frequently
elevated in over cancer cells and regulates cellular migration and
cellular morphological properties in over cancer cells.
GALNT14 contributes to over-carcinogenesis via abnormal
glycosylation of Mucin 13 [3]. MUC 13 is a high molecular weight
transmembrane O-type linked glycoprotein secreted by the epithelium
and it is expressed highly in epithelial tumor cells. At the same time,
MUC 13 is a prognostic molecular biomarker in some tumors [11]. It
has been found that the ERK1/2 inhibit or modulates the expression
level of GALNT14. Accordingly, GALNT14 suggests that ERK1/2 is a
downstream signaling molecule in regulating cellular biological
behavior. New information about the pathophysiological role of
GALNT14, which plays a role in over cancer progression using the
ERK signaling pathway, can be obtained [3].

GALNT4 and Breast Cancer

GALNT 14 and Hepatocellular Carcinoma

Although breast cancer mortality is reduced by current treatments,
more than 450,000 deaths are expected each year due to breast cancer
[8]. Tumor metastasis of breast cancer stil significantly reduces survival
[9]. One of the proteins that cause metastasis is the GALNT family.
GALNT14 causes the onset of the metastatic colony and has been
reported to increase the progression of metastases and direct breast
cancer metastasis to the lung [1].

Hepatocellular carcinoma (HCC) is the most common solid cancer
in the world and the third leading cancer of cancer-related deaths [12].
Early stage HCC can be treated surgically, by ablation procedures or by
liver transplantation [13]. Hepatitis B and C viruses are the main
causes of HCC [14]. Recently, some genomic variants of GALNT14
were found as an important predictors for responses to chemotherapy
in HCC patients. According to recent studies, a single nucleotide
polymorphism on GALNT14 is shown to be associated with the
therapeutic response to combined chemotherapy in cases with
advanced HCC. The gene region that encoded GALNT14 associated to
time-to-progression and survival in patinets with HCC [12,13].

Overexpression of GALNT14 plays a critical role in cell migration,
invasion and proliferation of breast cancer by stimulating the epithelial
mesenchymal transition of breast cancer cells [6]. In addition,
GALNT14 promotes self-renewal of cells in breast cancer and supports
breast cancer cells to metastasize into the lung micro-environment by
inhibiting the effect of lung-derived bone morphogenetic proteins.
Additively, GALNT14 is not only causes macrophage infiltration, it
also supports the continuous growth of breast cancer cells in the lung
by neutralizing macrophage-derived fibroblast growth factors [1].
GALNT14 increases migration by altering the proliferation rate of
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GALNT 14 and Non-small Cell Lung Cancer
Non-small Cell Lung Cancer (NSCLC) is one of the most common
lung cancers with a lethal and aggressive malignancy. It is known that
it has low sensitivity to chemotherapy and even with the best
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treatment, it has high mortality [15]. Histologically, NSCLC is the most
common type of lung cancer that constitutes 85% of all cases with lung
cancer. Etiologically, smoking is the main cause of NSCLC but age, sex,
ethnicity, body weight, infections, environment and other lung
diseases, airway obstruction also affects NSCLC [16]. Recent studies
have found a relationship between GALNT14 and NSCLC, it is a
biomarker for NSCL. High expression of GALNT14 in tumor cells is
associated with Apo2L / TRAIL sensitivity. In addition, GaLNT14
expression may be a sign of poor prognosis in cases with advanced
stage of NSCLC. However, treatment studies related to GALNT14NSCLC are inadequate and studies should continue in future [4].
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