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Abstract
In the present study, the capacity of three native tomato-associated rhizobacteria (Bacillus subtilis B2, B.
thuringiensis B10, and Enterobacter cloacae B16) to suppress Sclerotinia Stem Rot in tomato and to improve growth
was investigated in two tomato cultivars. The three bacterial strains were tested against S. sclerotiorum either
singly or as consortium and their efficacy was compared to a fungicide control. All bacteria-based treatments were
found to be more effective in suppressing disease than chemical fungicide on both cultivars and in both year trials.
The disease-suppression and growth-promoting abilities of the treatments tested varied significantly depending on
bacterial strains used, tomato cultivars grown, and year trial. Overall, all three strains suppressed the disease more
effectively than the chemical fungicide. Indeed, for both year trials and cultivars combined, disease suppression
potential, as compared to pathogen-inoculated and untreated control, ranged between 80.79 and 88.01% using the
three-strain consortium relative to 70.00-82.07% achieved with single strains and 32.13-58.97% using fungicide.
Plants grown in S. sclerotiorum-infected peat and challenged with the three-strain consortium were 38.36 to 80.95%
taller than control ones whereas height increment noted using single strains and fungicide was of about 32.3579.01 and 29.62-51.85%, respectively. Aerial parts and root fresh weights of pathogen-inoculated and treated plants
were enhanced by 51.59-74.69% and 54.00-78.12% using mixed strains and by 39.12-76.83% and 42.02-77.01%,
respectively, using single strains compared to 24.04-53.05 and 12.74-67.05% noted on chemically treated plants.
The effect of the three biocontrol agents was also examined on the composition of microbial communities inhabiting
the rhizosphere of tomato plants. Results of the single strand conformational polymorphism (SSCP)-based profiling
revealed that rhizosphere communities differed between cultivars only. However, the introduction of S. sclerotiorum
or biocontrol agents did not cause detectable perturbations in the composition of fungal and bacterial communities
inhabiting roots of treated tomato plants.

Keywords: Biocontrol; Microbial community; Plant growth;
Sclerotinia sclerotiorum; Strain-consortium; Tomato

Introduction
Tomato (Solanum lycopersicum L., formerly, Lycopersicon esculentum
Mill.) is one of the most important vegetable crops worldwide [1]. In
Tunisia, several fungal diseases are known to affect this crop during
all stages of plant development resulting in severe damage in roots
and/or crown, stems, leaves and fruits. Sclerotinia Root Rot, caused
by Sclerotinia sclerotiorum (Lib.), is one of the most serious soilborne
diseases of many vegetable crops including tomato [2]. This fungus is
responsible for more than 60 diseases and survives in soil as sclerotia
which germinate myceliogenically or carpogenically, depending on
environmental conditions, leading to rotting of aerial parts of the plant
in contact with soil [3].
Many strategies have been developed for Sclerotinia disease control
such as cultural practices, chemical control, and soil solarisation but
serious losses still occur largely because the effectiveness of these
approaches is variable and often short lived. Furthermore, no genetic
resistance toward this pathogen is currently available for tomato [4].
Such issues, as well as the necessity to reduce energy costs in farming
and to develop more eco-compatible and more safe control methods,
research efforts have focused on biological control using, among
others, plant growth-promoting rhizobacteria (PGPR) [5]. PGPR can
directly benefit plant growth through production of growth regulators,
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increasing nitrogen uptake, synthesis of phytohormones, solubilization
of minerals, and iron chelation [6]. Some PGPR strains may also suppress
soil borne pathogens by producing siderophores and antimicrobial
metabolites or by competing for nutrients and/or niches [7]. Several
biocontrol agents such as Bacillus subtilis [8], B. thuringiensis [9] and
Enterobacter cloacae [10] have been used for S. sclerotiorum biocontrol.
Emerging strategies for plant disease management involve
biological and integrated biological control by applying antagonistic
microorganisms alone or in combination [11]. Single antagonistic
strains often result in inconsistent disease control under field conditions
and for overcoming such inconsistent performance, mixture of two
or more bioagents, as biocontrol consortium, leads to more efficient
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disease control [12]. Mixed biocontrol agents (BCAs) have the potential
to colonize more effectively the rhizosphere, to express more consistent
beneficial traits under various soil conditions, and to control a wide
range of plant pathogens than singly used agents due to their ability to
produce various lipopeptide antibiotics [13].
In a previous study, we selected three fengycin- and/or
bacillomycin-producing strains, i.e., B. subtilis B2, B. thuringiensis
B10 and Enterobacter cloacae B16 based on their potential to suppress
Sclerotinia Root Rot disease and to promote tomato growth [14]. This
ability to produce antibiotics is reported to be a key tool by which PGPR
strains can inhibit plant pathogens and suppress diseases. However,
they exhibit broad spectrum activity [15] and thus, their impact is
potentially not limited to the target fungal pathogens and may affect
indigenous microbial community after release of BCAs [16]. Therefore,
the knowledge of microbial ecology of the target habitat is necessary for
accurate elucidation of the relationship occurring between released and
indigenous or targeted pathogens. Therefore, the rhizosphere microbial
diversity has been widely analyzed using common cultivation techniques
but recently several DNA-based analyses, i.e. cultivation-independent
methods such as Single Strand Conformational Polymorphism (SSCP),
were developed and are being widely used [17].
In our previous studies, we have demonstrated that three selected
strains out of 25 tested (namely B. subtilis B2, B. thuringiensis B10 and
Enterobacter cloacae B16) exhibited strong biocontrol and biofertilizing
effects when applied singly against Sclerotinia Stem Rot disease [14].
Moreover, these strains exhibited similar potentialities when applied
either singly or as a three-strain consortium against Rhizoctonia Root
Rot in two tomato cultivars tested over two year trials [18].
In the current investigation, we evaluated the capacity of these three
rhizobacteria, applied singly or as consortium, to suppress Sclerotinia
Stem Rot and to promote growth on two tomato cultivars compared
to a chemical treatment. Furthermore, possible changes in rhizosphere
microbial community upon biocontrol treatments tested was also
investigated using Single Strand Conformational Polymorphism
(SSCP) analysis.

Materials and Methods
Plant material and growth conditions
For biocontrol bioassays and elucidation of possible changes in
rhizosphere microbial community, 21 day old tomato (cvs. Marmande
and Rio Grande) seedlings were used. Seeds were surface-sterilized for
2 min into 2% sodium hypochlorite solution, washed thoroughly three
times with sterile distilled water (SDW), and sown into disinfected
dimpled plates containing sterile peat. Tomato seedlings were grown in
Strainsa

a growth chamber at 13/11 h light/dark photoperiod and 21/18 ± 2°C
light/dark temperature and regularly watered until being used.

Pathogen growth conditions and inoculum preparation
S. sclerotiorum isolate used in this study was originally isolated
from tomato plants showing typical symptoms of Sclerotinia Stem Rot
[14]. Cultures were grown on potato dextrose agar (PDA) medium
supplemented with streptomycin sulfate at 300 mg/mL and stored at
4°C until use [19].
For inoculum production, ten PDA Petri plates (9 cm in diameter)
showing full mycelium growth of pathogen, previously grown on PDA
for 5-6 days at 28°C, were macerated using a blender in 1 L of SDW.
Inoculum suspension was adjusted at 108 mycelial fragments /mL using
a Malassez haemocytometer.

Rhizobacterial strains tested and inoculum preparation
Three rhizobacterial strains namely Bacillus subtilis B10
(KT921327), B. thuringiensis B2 (KU158884), and Enterobacter cloacae
B16 (KT921429), selected out of 25 tested based on their ability to
suppress Sclerotinia Stem Rot severity and to enhance tomato growth in
a previous work [14]. These strains were identified and characterized in
a previous study [20] and their main characters are provided in Table 1.
The strains stock cultures were maintained at -20°C in Luria Bertani
(LB) broth amended with 15% glycerol. Before being used, stock cultures
were cultured onto Nutrient Agar (NA) medium and incubated at 28°C
for 24 h. A loop-full of each bacterial strain was injected into 300 mL of
Nutrient Broth (NB) and grown in a rotary shaker at 175 rpm for 48 h at
28°C. After incubation, 300 mL of the obtained culture was diluted into
1 L of SDW and adjusted to approximately 108 cells /mL before being
used for plant bacterization [21].
For preparation of mixed biocontrol formulation, equal volumes
of each bacterial cell suspension were mixed and the three-strain
consortium obtained was used for plant treatment.

Plant infection and bacterization
Tomato cvs. Rio Grande and Marmande seedlings, previously
grown into dimpled plates containing sterile peat, were not watered two
days prior to bioassay. Seedlings treatment was performed as substrate
drench at the collar level using 30 mL of the bacterial cell suspension
of either single strains or their consortium (108 cells/mL). One week
post-bacterization, 30 mL of pathogen inoculum were poured at the
same level to each seedling. One day after pathogen challenge, seedlings
were transplanted into pots (16 cm in diameter) containing pathogeninfected peat [22].

Lipopeptide production abilityb

Bacillus thuringiensis B2 KU158884
B. subtilis B10 KT921327
Enterobacter cloacae B16 KT921429

PGPR traitsc

Fen A

Bac D

IAA

-

+

+

+

++

+

+

+

+

+++

+

+

+

+

+++

d

P. Solubilizatione

Siderophore productionf

Molecular identification was performed by amplification and sequencing of 16S rRNA and rpoB genes [27]
b
Lipopeptide production ability was confirmed by amplification and sequencing of genes encoding for Fengycin A (Fen A ) and Bacillomycin D (Bac D) biosynthesis [27]
c
PGPR traits: Plant growth promoting rhizobacteria traits
IAA: Indole-3-acetic acid production determined according to Ghodsalavi et al. [48] protocol
e
P. solubilization: Phosphate solubilization ability assessed qualitatively using a modified Pikovskaya’s agar medium containing tricalcium phosphate [49]
f
Production of siderophore was assessed by spot inoculation onto Chrome Azurol S agar medium [50]. Production was scored as negative (−), low (+), middle (++) and
high (+++)
All isolates were negative for hypersensitive reaction (HR) on tobacco leaves
Positive reaction (+); Negative reaction (–)
a

Table 1: Main characters of rhizobacterial strains used in this study and originally isolated from tomato rhizosphere.
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Pathogen-inoculated seedlings watered with SDW only (water
control) or treated with a commercial fungicide, i.e., Previcur EnergyTN
(632.6 g/L Propamocarb-Hcl+332.6 g/L Fosethyl-Al) applied at 0.5 mL/
mL, were used as controls.
Pots were placed under greenhouse conditions (65% RH, 13/11 h
light/dark photoperiod at 21 ± 2/18 ± 2°C light/dark temperature) till
the end of the experiment. The whole experiment was repeated over
two year trials (2012 and 2013).

Parameters noted
Two months pathogen challenge, plant height and aerial parts
and roots fresh weights were recorded. Sclerotinia Stem Rot severity
on roots was also evaluated using an arbitrary 0-5 scale where: 0=no
symptom, 1=0-25% of root browning, 2=26-50% of root browning,
3=51-75% of root browning, 4=76-100% of root browning and 5= plant
death. Disease incidence was determined by dividing the number of
diseased plants over the total number of plants used per individual
treatment.

Impact of bacterial treatments on rhizosphere microbial
community
DNA extraction from root samples: Root samples were taken
from each individual treatment for analysis of eventual rhizosphere
microbial community shifts occurring after seedling bacterization.
Roots were cut into fragments (5 mm in length) and stored in a -20°C
(1 g root segments per sample) until further use for microbial and
molecular analyses.
Total DNA was extracted from 60 mg of root tissues according
to Godon et al. [23] protocol with slight modifications. Samples were
freeze-dried overnight at -80°C and lyophilized for 12 h. Six hundred
µL of CTAB (1x) was added to each sample. After incubation at 65°C
for 1 h, 400 µL of chloroform-isoamyl alcohol (24:1, v/v) was added to
remove proteins, and shaken at 200 rpm for 10 min, and then samples
were centrifuged at 13,000 rpm for 10 min/4°C. The aqueous phase
was transferred into another tube, and 330 μL of cold isopropanol were
added. Samples were then kept at -20°C overnight for DNA precipitation.
After 10 min centrifugation at 13,000 rpm/4°C, the supernatant was
discarded and 800 µL of ethanol 70% was added to wash the DNA.
Once the ethanol discarded at 13,000 rpm/4°C for 10 min, the pellets
were air-dried and suspended into 100 µL of SDW. DNA concentration
was estimated using Nano-drop (ND-1000, Thermoscientific) and
homogenized at a concentration of 10 ng/µL.
Analysis of rhizosphere fungal and bacterial community: For
Capillary Electrophoresis-Single Strand Conformation Polymorphism
(CE-SSCP) analysis of fungal and bacterial community, pairs of
universal primers recognizing mitochondrial large-subunit rDNA
(ML1/ML2) [24] gene and the variable regions V5-V6 of the 16S rRNA
(799F/1115R) [25] were used, respectively. PCR amplification was
performed on DNA samples from the 90 root samples collected. DNA
was amplified by PCR in a PTC-100 thermocycler (MJ Research, Inc.)
in a reaction mixture (30 µL final volume) consisting of 1 µL of DNA
template (10 ng/µL), 2.5 µL of Pfu turbo buffer (10x), 2.5 µL de BSA at
10 µg/µL (BioLabs), 0.5 µL of MgCl2 (50 mM), 1 µL of dNTP (10 mM),
0.5 µL of each primer, 0.5 µL of Pfu turbo (Stratagene), and 21 µL of
SDW. The cycling conditions were as follows: enzyme activation at 95°C
for 2 min, 35 cycles of denaturation at 95°C for 30 s, hybridization for
30 s at 58°C for fungal and at 61°C for bacterial primers, extension at
72°C for 1 min, and final extension at 72°C for 10 min.
J Microb Biochem Technol
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Genetic structure of fungal and bacterial community inhabiting
the rhizosphere of rhizobacteria-treated tomato plants: The
PCR products were visualized by 2% Tris-borate-EDTA agarose gel
electrophoresis prior to SSCP analysis. The lengths of the fragments
yielded by DNA's amplification were 250 bp for fungi (ML1/ML2) and
350 bp for bacteria. (799f/1115r). SSCP analyses were performed on
an ABI Prism 3130 genetic analyzer (Applied Biosystems) using four
36 cm long capillary. One µL of a PCR product was mixed with 18.8
µL Hi-Di formamide (Applied Biosystems) and 0.2 µL of the internal
standard DNA molecular weight marker Genescan 400 HD ROX
(Applied Biosystems). The sample was then denatured for 5 min at
95°C and placed directly on ice for 10 min before being loaded onto
the instrument.
Capillary
Electrophoresis-Single
Strand
Conformation
Polymorphism (CE-SSCP) is based on the electrophoretic mobility of
single-stranded DNA fragments. This mobility is different according to
their three-dimensional conformation. The samples were then allowed
to co-migrate with the fluorescent size standard (GeneScan 400 ROX)
to enable comparison of migration profiles between samples. Patterns
were aligned with the Stat Fingerprints program [26] and studied by
principal component analysis (PCA) using R software (version 2.15.2).
Structure and diversity analysis of microbial community: The
characterization of the structure and the diversity of rhizosphere
microbial community (fungi and bacteria) was performed based on
profiles obtained using the CE-SSCP method according to Kimsé et
al. [27] and Michelland et al. [26]. All readable molecular fingerprint
profiles were aligned with the internal ROX ladder and normalized, to
produce relative abundance data with the R package Stat fingerprints
v1.3 software. This yielded a matrix in which root samples were
indicated in rows, and fluorescence values (4866 scans) in columns.
A fluorescence profile may be seen as a quantitative descriptor of the
microbial assemblage of a sample. Bigger differences in fluorescence
scans between profiles indicate a greater dissimilarity in composition
between samples [26,27].
Diversity of rhizosphere microbial (fungi and bacteria) community
was evaluated using Fingerprint molecular profiles studied using PCA
in relation to environmental factors with R software (version 2.15.2,
including FACTOMINER packages). In total, 72 samples were analyzed,
i.e., 36 fungal amplicons (obtained using ML1 and ML2 primers) and
36 bacterial amplicons (obtained using primers 799f and 1115r).

Statistical Analysis
Data were analyzed using one-way analysis of variance and means
separations were carried out according to Duncan’s Multiple Range
test at (P ≤ 0.05). ANOVA analysis was performed using SPSS version
16.0 for all disease severity and plant growth parameters. The tests
were conducted according to a completely randomized design where
6 treatments were tested and each individual treatment was replicated
12-15 times (i.e., 12-15 plants per individual treatment). The whole
experiment was repeated twice (in 2012 and 2013 trials) and all data
collected was presented in this paper.
The relationships between Sclerotina Stem Rot severity and plant
growth parameters were compared using Pearson’s correlation analysis
at P ≤ 0.05.
Analysis of the genetic structure of fungal and bacterial community
inhabiting the rhizosphere war perfomed using PCA (R software
version 2.15.2).
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Results

strains and between 70.00 and 82.07% using single-strain-based
treatments.

The PGPR strains B. thuringiensis B2, B. subtilis B10, and E. cloacae
B16 were tested singly or as three-strain consortium for their ability
to suppress Sclerotinia Stem Rot and to improve plant growth on two
tomato cultivars tested over two year trials (2012 and 2013).

Comparative plant growth enhancement using single or
three-strain consortium
Single rhizobacteria strains and their three-strain consortium
were assessed for their plant growth-promoting (PGP) abilities based
on various growth parameters and their efficacy was compared to S.
sclerotiorum-inoculated and untreated controls and to a fungicide-based
treatment. ANOVA analysis revealed that all parameters depended
significantly (P ≤ 0.05) upon treatments tested, tomato cultivars used,
and year trials. Their respective effects on each growth parameter were
commented below.

Suppression of Sclerotinia Stem Rot using tomato-associated
rhizobacteria
Sclerotinia Stem Rot incidence, noted 60 days post-planting and
estimated based on the presence of root browning signs, varied from
46.66 to 100% depending on treatments tested, cultivars grown and
year trials. Disease incidence noted in 2012 and 2013 (Table 2) ranged
between 50-100% and 46.66-100%, respectively, for cv. Marmande
compared to 60-100% and 73.33-100% recorded on cv. Rio Grande.

Plant height
Data shown in Table 3 indicated that all three rhizobacteria, tested
singly or as consortium, significantly (P ≤ 0.05) augmented plant height
of S. sclerotiorum-inoculated and treated plants over the untreated ones
(Table 3). For cv. Marmande plants, height increment ranged from
75.07 to 80.95% in 2012 and from 32.35 to 44.75% in 2013 compared
to 51.85 and 29.62%, respectively, achieved using fungicide treatment.
However, for cv. Rio Grande, height increase varied from 70.97 to
76.51% in 2012 and from 47.4 to 49.94% in 2013 relative to 51.19 and
42.23%, respectively, obtained using commercial fungicide.

Based on their capacity to reduce disease severity, all rhizobacteriaand fungicide-based treatments had significantly decreased the
root browning index as compared to S. sclerotiorum-inoculated and
untreated control. All bacterial strains tested singly or as three-strain
consortium, were found to be more effective in reducing disease
severity than the fungicide on both cultivars and in both year trials
(2012 and 2013). Data shown in Table 2 indicated that Sclerotinia Stem
Rot severity, noted on cv. Marmande treated with bacterial strains was
reduced by 82.01 to 88.01% in 2012 and by 72.24 to 86.98% in 2013
compared to 32.13 and 58.97%, respectively, achieved using fungicide.
For cv. Rio Grande, disease index decrease noted using rhizobacteriabased treatments ranged between 70.0 and 81.75% in 2012 and between
70.26 and 80.79% in 2013 versus 50.00-45.53% obtained with chemical
treatment.

Compared to the three-strain consortium, strains applied singly
exhibited significantly similar, lower or higher plant growth promoting
(PGP) effect than their mixture depending on tomato cultivars grown
and year trials. In 2012 bioassay, plant challenge using B. thuringiensis
B2, B. subtilis B10 and the three-strain consortium led to significantly
similar height increase, as compared to the inoculated and untreated
control, on cvs. Marmande and Rio Grande (78.45-80.95% and
74.37-76.51%, respectively). However, in 2013 trial, the three-strain
consortium exhibited similar PGP effect as singly used rhizobacterial
strains on both cultivars tested.

Compared based on their respective ability to suppress Sclerotinia
Stem Rot severity, efficacy of bacterial treatments depended upon
bioagents used either singly or in combination, cultivars grown,
and year trials. Results given in Table 2 showed that the three-strain
consortium exhibited significantly similar effectiveness in decreasing
disease severity as compared to single-strain-based treatments in
both cultivars and year trials. Overall, combined data indicated slight
difference in efficacy of consortium compared to single strains where
disease suppression ranged between 80.79 and 88.01% with combined
Tomato cultivar
Year trial

Aerial parts fresh weight
Data given in Table 4 revealed that for both cultivars grown and
both trials, all tomato plants inoculated with pathogen and treated with

Marmande

Rio Grande

2012

Antagonistic treatment

2013

Disease
incidence (%)f

Disease
severityg

100

S. sclerotiorum+B.t.B2

2012

Disease
Incidence (%)

Disease
severity

Disease
incidence (%)

4.17 a (0.0)h

100

4.07 a (0.0)

83.33

0.75 c (82.01)

86.66

1.13 bc
(72.24)

S. sclerotiorum+B.s.B10b

83.33

0.75 c (82.01)

73.33

1.00 c (75.43)

S. sclerotiorum+E.c.B16c

58.33

0.75 c (82.01)

60

0.73 c (82.07)

S. sclerotiorum+B.t.B2+B.s.B10+
E.c.B16d

50

0.5 c (88.01)

46.66

0.53 c (86.98)

S. sclerotiorum+Fungicidee

100

2.83 b (32.13)

93.33

1.67 b (58.97)

S. sclerotiorum-inoculated control
a

2013
Disease
severity

Disease
Incidence (%)

Disease
severity

100

4.0 a (0.0)

100

3.80 a (0.0)

80

1.07 c (73.25)

80

1.07 c (71.84)

80

1.20 c (70.0)

86.66

1.13 c (70.26)

73.33

1.07 c (73.25)

73.33

0.93 c (75.53)

60

0.73 c (81.75)

86.66

0.73 c (80.79)

100

2.0 b (50.0)

100

2.07 b (45.53)

B.t.B2: Bacillus thuringiensis B2 applied as single treatment
b
B.s.B10: B. subtilis B10 applied as single treatment
c
E.c.B16: Enterobacter cloacae B16 applied as single treatment
d
B.t.B2+B.s.B10+E.c.B16: Three strains applied as consortium
e
Fungicide-based treatment using Previcur EnergyTM (632.6 g/L Propamocarb-Hcl+332.6 g/L Fosethyl-Al)
f
Disease incidence was calculated for each individual treatment by dividing the number of symptomatic plants over the total number of plants
g
Sclerotinia Root Rot severity was assessed using an arbitrary 0-5 scale where: 0=no symptom and 5=100% of root browning
h
Values in parenthesis indicate the percentage (in %) of decrease in disease severity as compared to S. sclerotiorum-inoculated and untreated control
Bacterial treatments were applied as substrate drench at the collar level using 30 mL of bacterial cell suspension of either single strains or their consortium (108 cells/mL)
Values within each column followed by the same letter are not significantly different according to Duncan’s Multiple Range test (at P<0.05)
a

Table 2: Sclerotinia Root Rot-suppressive ability of three tomato-associated rhizobacteria, applied singly or as consortium compared to fungicide and untreated controls,
noted 60 days post-planting in two tomato cultivars tested over two year trials.
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Tomato cultivar
Year trial
Antagonistic treatment
S. sclerotiorum-inoculated control

Marmande

Rio Grande

2012

2013

2012

2013

Plant height (cm)

Plant height (cm)

Plant height (cm)

Plant height (cm)

8.08 b (0.0)f

62.87 c (0.0)

9.6 d (0.0)

49.80 c (0.0)

S. sclerotiorum+B.t.B2

37.5 a (78.45)

92.93 b (32.35)

37.47 a (74.37)

95.27ab (47.73)

S. sclerotiorum+B.s.B10b

38.50 a (79.01)

99.8 b (37.0)

39.53 a (75.71)

94.67 ab (47.4)

S. sclerotiorum+E.c.B16c

32.42 a (75.07)

113.8 a (44.75)

33.07 b (70.97)

98.60 a (49.5)

S. sclerotiorum+B.t.B2+B.s.B10+E.c.B16d

42.42 a (80.95)

102.0 ab (38.36)

40.87 a (76.51)

99.47 a (49.94)

S. sclerotiorum+Fungicidee

16.78 b (51.85)

89.33 b (29.62)

19.67 c (51.19)

86.2 b (42.23)

a

B.t.B2: Bacillus thuringiensis B2 applied as single treatment
b
B.s.B10: B. subtilis B10 applied as single treatment
c
E.c.B16: Enterobacter cloacae B16 applied as single treatment
d
B.t.B2+B.s.B10+E.c.B16: Three strains applied as consortium
e
Fungicide-based treatment using Previcur EnergyTM (632.6 g/L Propamocarb-Hcl+332.6 g/L Fosethyl-Al)
f
Values in parenthesis indicate the percentage (in %) of increase in plant height as compared to Sclerotinia sclerotiorum-inoculated and untreated control
Bacterial treatments were applied as substrate drench at the collar level using 30 mL of bacterial cell suspension of either single strains or their consortium (108 cells/mL)
Values within each column followed by the same letter are not significantly different according to Duncan’s Multiple Range test (at P<0.05)
a

Table 3: Plant height increment obtained using three tomato-associated rhizobacteria, applied singly or as consortium compared to fungicide and untreated controls, noted
60 days post-planting in two tomato cultivars tested over two year trials.
Tomato cultivar

Marmande

Rio Grande

Year trial
2012

2013

2012

2013

Antagonistic treatment

APFW f (g)

APFW (g)

APFW (g)

APFW (g)

S. sclerotiorum-inoculated control

5.08 c (0.0)g

23.70 f (0.0)

17.21 g (0.0)

14.71 d (0.0)

S. sclerotiorum+B.t.B2

21.92 a (76.83)

44.90 cd (47.22)

36.19 c (52.44)

45.57 b (67.72)

S. sclerotiorum+B.s.B10b

20.45 a (75.16)

38.93 bc (39.12)

34.01 a (49.4)

43.96 a (66.54)

S. sclerotiorum+E.c.B16c

20.71 a (75.47)

45.01 ab (47.35)

30.28 b (43.16)

33.18 b (55.67)

S. sclerotiorum+B.t.B2+B.s.B10+E.c.B16d

20.07 a (74.69)

54.66 a (56.64)

35.55 a (51.59)

48.44 a (69.63)

S. sclerotiorum+Fungicidee

10.82 b (53.05)

31.20 cd (24.04)

23.85 c (27.84)

31.23 b (52.89)

a

B.t.B2: Bacillus thuringiensis B2 applied as single treatment
B.s.B10: B. subtilis B10 applied as single treatment
E.c.B16: Enterobacter cloacae B16 applied as single treatment
d
B.t.B2+B.s.B10+E.c.B16: Three strains applied as consortium
e
Fungicide-based treatment using Previcur EnergyTM (632.6 g/L Propamocarb-Hcl+332.6 g/L Fosethyl-Al)
f
APFW: Aerial part fresh weight.
g
Values in parenthesis indicate the percentage (in %) of increase in the aerial part fresh weight as compared to Sclerotinia sclerotiorum-inoculated and untreated control
Bacterial treatments were applied as substrate drench at the collar level using 30 mL of bacterial cell suspension of either single strains or their consortium (108 cells/mL)
Values within each column followed by the same letter are not significantly different according to Duncan’s Multiple Range test (at P<0.05)
a
b
c

Table 4: Enhancement of aerial parts' growth obtained using three tomato-associated rhizobacteria, applied singly or as consortium compared to fungicide and untreated
controls, noted 60 days post-planting in two tomato cultivars tested over two year trials.

bacterial strains either singly or in combination showed significant
increase in their aerial part fresh weight (APFW) as compared to S.
sclerotiorum-inoculated and untreated control ones. Table 4 indicated
that for cv. Marmande, APFW increment ranged from 74.69 to
76.83% in 2012 and from 39.12 to 56.64% in 2013 compared to 53.05
and 24.04% (in 2012 and 2013, respectively) noted on plants treated
chemically. However, for cv. Rio Grande plants, this parameter was
enhanced by 43.16 to 52.44% in 2012 and by 55.67 to 69.63% in 2013,
using single strain or the three-strain consortium, compared to 27.84
and 52.89% recorded on fungicide-treated plants.
Based on their comparative potential to enhance the aerial parts
growth on cv. Marmande, B. thuringiensis B2, B. subtilis B10, and E.
cloacae B16 showed significantly similar PGP effect as the three-strain
consortium in 2012 trial whereas in 2013, B. subtilis B10 exhibited
significantly lower PGP effect (39.12%) than the three-strain consortium
and the two other strains (47.22-56.64%). However, on cv. Rio Grande,
single-strain-based treatments using B. thuringiensis B2 and B. subtilis
B10 had significantly similar effect on this parameter as consortium in
both trials (2012 and 2013).

Roots fresh weight

Data provided in Table 5 indicated that using rhizobacterial
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strains either singly or as consortium, root fresh weight (RFW) was
significantly (P ≤ 0.05) augmented relative to S. sclerotiorum-inoculated
and untreated control, and that their PGP effect varied upon tomato
cultivars grown and year trials. For cv. Marmande, RFW was improved
by 57.45 to 64.87% in 2012 and by 60.55 to 67.21% in 2013 versus 12.74
and 51.21%, respectively, noted on fungicide-treated plants. However,
on cv. Rio Grande plants, RFW increment obtained using single strains
or their consortium varied from 42.02 to 56.79% in 2012 trial and from
70.65 to 78.12% in 2013 relative to 40.07 and 67.05%, respectively,
recorded on plants treated with fungicide.
Regarding their comparative capacity to increase the RFW of tomato
plants already challenged with S. sclerotiorum, the three strains were
shown to be as effective as their consortium on cv. Marmande in both
trials (57.45-67.21%) whereas on cv. Rio Grande, E. cloacae B16 showed
significantly lower PGB effect (42.02%) than the two other strains
and combined bacterial treatment but in 2012 trial (52.78-56.79%)
whereas in 2013 bioassay, this strain behaved significantly similar as B.
thuringiensis B2 (70.65-75.0%) compared to 77.01 and 78.12% obtained
using B. subtilis B10 singly and the combined treatment.

Correlation between Sclerotinia Stem Rot severity and plant
growth parameters

For cv. Marmande data, Pearson’s correlation analysis indicated that
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Tomato cultivar
Year trial
Antagonistic treatment
S. sclerotiorum -inoculated control

Marmande

Rio Grande

2012

2013

2012

2013

RFWf (g)

RFW (g)

RFW (g)

RFW (g)

1.37 b (0.0)g

1.01 c (0.0)

1.78 c (0.0)

0.86 d (0.0)

S. sclerotiorum+B.t.B2

3.22 a (57.45)

3.08 a (67.21)

3.77 a (52.78)

3.44 ab (75.0)

S. sclerotiorum+B.s.B10b

3.90 a (64.87)

2.56 ab (60.55)

4.12 a (56.79)

3.74 a (77.01)

S. sclerotiorum+E.c.B16c

3.30 a (58.84)

3.02 a (66.56)

3.07 b (42.02)

2.93bc (70.65)

S. sclerotiorum+B.t.B2+B.s.B10+E.c.B16d

3.55 a (61.41)

3.08 a (67.21)

3.87 a (54.0)

3.93 a (78.12)

S. sclerotiorum+Fungicidee

1.57 b (12.74)

2.07 b (51.21)

2.97 b (40.07)

2.61 c (67.05)

a

B.t.B2: Bacillus thuringiensis B2 applied as single treatment
b
B.s.B10: B. subtilis B10 applied as single treatment
c
E.c.B16: Enterobacter cloacae B16 applied as single treatment
d
B.t.B2+B.s.B10+E.c.B16: Three strains applied as consortium
e
Fungicide-based treatment using Previcur EnergyTM (632.6 g/L Propamocarb-Hcl+332.6 g/L Fosethyl-Al)
f
RFW: Root fresh weight
g
Values in parenthesis indicate the percentage (in %) of increase in the root fresh weight as compared to Sclerotinia sclerotiorum-inoculated and untreated control
Bacterial treatments were applied as substrate drench at the collar level using 30 mL of bacterial cell suspension of either single strains or their consortium (108 cells/mL)
Values within each column followed by the same letter are not significantly different according to Duncan’s Multiple Range test (at P<0.05)
a

Table 5: Enhancement of root growth obtained using three tomato-associated rhizobacteria, applied singly or as consortium compared to fungicide and untreated controls,
noted 60 days post-planting in two tomato cultivars tested over two year trials.

plant height was significantly and negatively related to disease severity
parameter in 2012 (r=-0.719; P=1.1242E-12) and 2013 (r=-0.594;
P=6.7413E-10) trials. This indicates that the severest Sclerotinia Stem
Rot symptoms adversely impacted plant growth leading to significant
stunting relative to the pathogen-free control plants. Similar significant
correlations were recorded between APFW and disease index in 2012 (r
=-0.730; P=3.3653E-13) and 2013 (r=-0.384; P=1.8316E-4) trials. Also,
RFW was also negatively linked to disease severity in 2012 (r=-0.778;
P=8.5854E-16) and 2013 bioassays (r=-0.544; P=3.0757E-8).
For cv. Rio Grande, Pearson’s correlation analysis also revealed
similar significant correlations between disease severity and growth
parameters as for cv. Marmande. Plant height was significantly and
negatively related to disease index in 2012 (r=-0.700; P=1.5315E-14)
and 2013 trials (r=-0.659; P=1.5722E-12). Also, significant and
negative correlation was detected between APFW and disease severity
both in 2012 (r=-0.673; P=3.5559E-13) and 2013 bioassays (r=0.712; P=3.6876E-15). RFW was also negatively linked to Sclerotinia
Stem Rot index in 2012 (r=-0.477; P=2.0197E-6) and 2013 (r=-0.632;
P=2.3466E-11) trials.
This analysis indicated that the decrease in Sclerotinia Stem Rot
severity on tomato plants, achieved using these rhizobacteria applied
either singly or as consortium, was correlated to the observed aerial
parts and root growth enhancement.

Genetic structure of microbial community colonizing the
rhizosphere of treated tomato plants
In total, 72 SSCP profiles (36 for bacteria and 36 for fungi) were
generated from root samples collected from tomato cvs. Marmande and
Rio Grande plants in 2013 trial. Based on the number of peaks and
the relative height of the baseline, the SSCP profiles revealed complex
microbial community (data not shown).
Principal Component Analyses (PCAs) were performed to compare
the genetic structure of bacterial and fungal communities inhabiting
the rhizosphere of both tomato cultivars infected with S. sclerotiorum
and treated using rhizobacterial strains either singly or as consortium.
The distributions of data from the different root samples on the
principal plans generated by the PCA analysis for fungi and bacteria
communities are provided in Figure 1. PCA eigenvalues indicate that
the first two principal axes, Dim1 and Dim2, account for 65.7 and
J Microb Biochem Technol
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88.6% of the total variability, respectively for fungi and bacteria. In
both cases, microbial community varied only upon tomato cultivars
grown. However, the introduction of S. sclerotiorum or rhizobacterial
strains did not induce detectable shifts in the composition of fungal and
bacterial communities inhabiting roots of treated tomato plants.

Discussion
The widespread use of synthetic chemicals as fungicides and
fertilizers is a common practice in conventional farming in most parts
of the world which threatens food safety and pollutes environment
[28]. To attenuate or avoid their side effects, biological control is an
alternative and proper choice for the management of various fungal
soil borne diseases. Sclerotia-forming fungi and the serious diseases
they cause are difficult to control due to their wide host range and the
long survival of their resting structure. During the last decade, various
microbial biological control agents (BCAs) have been identified for
effective suppression of diseases incited by sclerotia-forming fungal
pathogens [29]. Therefore, identifying novel BCAs with high antifungal
potential is an attractive alternative for sustainable and safe agricultural
practices. In a previous work [14], three strains (namely B. thuringiensis
B2, B. subtilis B10 and E. cloacae B16), among 25 recovered from tomato
rhizosphere, were selected for their potential to control Sclerotinia
Stem Rot and to stimulate tomato growth. These strains also displayed
potent efficacy when applied singly or as a three-strain consortium
in suppressing Rhizoctonia Root Rot in two tomato cultivars tested
over two year trials [18]. The present study was carried out in order to
compare the relative efficacy of these selected strains when used singly
or as three-strain consortium for bioprotection against Sclerotinia Stem
Rot disease and plant growth promotion in the same tomato cultivars
tested in both trials (2012 and 2013).
Mechanisms of action displayed by rhizobacteria during plant
diseases control include mainly the release of secondary metabolites
with antimicrobial activity [30], induced plant resistance [31] and
growth promotion [32]. In the present study, seedling bacterization
with B. thuringiensis B2, B. subtilis B10, and E. cloacae B16 and the
three-strain consortium lowered disease severity on S. sclerotioruminoculated and treated plants. Their disease-suppression potential was
proved on both tomato cultivars tested in two-year trials. These results
are in agreement with our previous findings [14] where Rhizoctonia
Root Rot suppression, as compared to the untreated controls, ranged
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The variation (%) explained by each PCA axis is given in brackets. Ellipses represent the 95% confidence intervals calculated for each community
Figure 1: Principal Component Analysis (PCA) of fungal (a) and bacterial (b) communities inhabiting the rhizosphere of two tomato cultivars (R: Rio Grande (red)
and M: Marmande (black)) based on SSCP profiles.

between 74.72 and 83.94% using three-strain mixture relative to 60.4685.01% achieved using single strains. Moreover, these strains were
previously shown to be Fengycin A- and/or Bacillomycin D-producing
agents [20]. Thus, these strains applied singly or in combination,
were shown able to suppress two tomato soil borne diseases. In fact,
microorganisms acting through antibiosis were known to have a wide
spectrum action [33]. Moreover, these three rhizobacterial strains were
found to be more effective than the commercial fungicide, i.e., Previcur
EnergyTM (632.6 g/L Propamocarb-Hcl+332.6 g/L Fosethyl-Al), which
is routinely used to protect horticultural crops and particularly for
Sclerotinia Stem Rot control on pot-grown tomato. These findings are in
agreement with several researches reporting on efficient control of the
white mould pathogen using antagonistic bacteria [34] and particularly
Bacillus spp. and Enterobacter spp. or and their by-products [8,10,35].
Based on disease severity and plant growth indicators, combination
of rhizobacterial strains was found to be slightly more than or as
effective as single strains in decreasing disease incidence and severity.
The efficacy of these three strains differed depending on bioagents
used, cultivar grown, and year trials. This effect was also noted when
this same strain collection was used as single-strain-based treatments
or as three-strain consortium for Rhizoctonia Root Rot biocontrol in
the same tomato cultivars [14]. This may be explained by synergistic
or antagonistic interaction between mixed BCAs that impacts their
relative modes of action and the additive effects of their antifungal
metabolites [36]. In fact, even if a single BCA has the ability to combat
a plant pathogen [37], combination of antibiotic-producing strains may
act synergistically in restricting growth and plant colonization abilities
of targeted pathogens. Single use of BCAs for disease management
might be also responsible for its inconsistent performance under field
conditions resulting in inadequate site colonization and fluctuations in
their abilities to release antimicrobial compounds [38]. This problem
may be solved using mixtures of biocontrol strains thus mimicking
natural environment [39]. Moreover, Jetiyanon and Kloepper [40] and
Jetiyanon et al. [41] demonstrated that multi-strain consortia of PGPR
strains have the potential to induce systemic resistance against various
diseases than single strains.
J Microb Biochem Technol
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The application of PGPR is a potentially attractive approach for
disease management and improvement of crop yield. Results from
the current study showed that all rhizobacteria-based treatments,
used singly or as consortium, had significantly increased plant growth
parameters (plant height, the aerial part and roots fresh weights) relative
to the untreated controls (inoculated and pathogen-free). These findings
are in accordance with previous results [20] where these strains had
also enhanced growth of tomato plants of two tomato cultivars already
challenged with R. solani while reducing Rhizoctonia Root Rot disease
severity. Moreover, various other studies report on beneficial effects of
PGPR strains used singly or in combination [9,42]. These additional
fertilizing effects exhibited by the rhizobacterial collection tested when
challenged to tomato plants already infected with S. sclerotiorum were
in agreement with findings from various studies ensuring competitive
yields while protecting plant and soil health [43]. Indeed, a potent BCA
is generally equipped with several attributes which often promotes plant
growth as it inhibits fungal growth through efficient root colonization,
phytohormone production, and nutrient competition [44]. The strains
tested were previously shown able to synthesize lipopeptide antibiotics,
IAA and siderophores, and to solubilize phosphate [20]. The threestrain consortium tested in the current study showed synergistic effect
in suppressing Sclerotinia Stem Rot and Rhizoctonia Root Rot diseases
in tomato and in improving plant growth suggesting involvement of
additive effects of their respective mechanisms of action.
Combinations of BCAs have the ability for more extensive
colonization of rhizosphere volume, more consistent expression of
their beneficial traits under various soil conditions, and for inhibiting
a large number of plant pathogens than when applied singly [38].
Soil inoculation with high densities of viable and potent bioagents,
for rapid rhizosphere colonization, would induce some shifts in the
natural equilibrium of soil microbial communities [45]. Therefore, the
assessment of the microbial community structure in the rhizosphere
is considered critical to the successful and safe use of BCA strains.
Moreover, several previous studies have shown that rhizosphere
microbial community is influenced by plant species due to differences
in root exudation and rhizodeposition in different root zones [46]. Thus,
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in the current study, bacterial and fungal populations of roots removed
from all tomato plants were investigated for two cultivars using CESSCP method (Capillary Electrophoresis single Strand Conformation
Polymorphism). The comparison of products of cultivated isolates
and microbial community as determined by SSCP analysis indicated
that all treatments modalities were detected in the PCA community
profiles. SSCP-community analysis performed for cvs. Marmande
and Rio Grande had clearly demonstrated the presence of different
patterns for both cultivars grown suggesting that each cultivar selected
its own specific microbial community. Furthermore, SSCP analysis
also revealed that no differences in genetic structure were observed
when neither rhizobacteria treatment nor pathogen challenge was
considered. These findings are in accordance with other studies based
on rRNA gene profiling techniques and community-level physiological
profiles which have also demonstrated that plant cultivars are more
involved in the selection of their associated microbial communities in
the rhizosphere than any other factor such as soil origin or release of
bioagents [14,47]. Thus, these selected strains did not induce non-target
effects on microbial community as demonstrated here based on SSCP
analysis.

Conclusion
This study clearly demonstrated the beneficial effects of the three
selected PGPR strains (namely B. thuringiensis B2, B. subtilis B10
and E. cloacae B16), applied singly or as three-strain consortium, in
suppressing Sclerotinia Stem Rot and in improving plant growth on
two tomato cultivars tested over two year trials. Moreover, results of
the study revealed that all three strains suppressed the disease more
effectively than the chemical fungicide. The best beneficial effects were
observed in plants treated by the consortium, thus suggesting that the
three strains interacted synergistically. In addition to the reduction
in disease symptoms, plants treated by these rhizobacterial strains
grew taller and had higher biomass. Examined for their effects on the
composition of microbial communities inhabiting the rhizosphere of
tomato plants, SSCP-community analysis performed for cvs. Marmande
and Rio Grande had clearly revealed a variation in rhizosphere microbial
community, assessed under controlled conditions, depending on grown
tomato cultivars only. Thus, these strains, shown able to colonize roots,
were expected to persist in the rhizosphere without inducing adverse
shifts in indigenous populations but this hypothesis needs to be more
confirmed under field conditions together with their relative effects on
disease severity, growth and yield parameters.
Acknowledgement

oilseed rape Sclerotinia stem rot by Bacillus subtilis strain Em7. Biocont Sci
Techn 24: 39-52.
5. Ghyselinck J, Velivelli SLS, Heylen K, Herlihy (2013) Bioprospecting in potato
fields in the Central Andean Highlands: Screening of rhizobacteria for plant
growth-promoting properties. Systematic and Applied Microbiology 36: 116–127.
6. Garg SK, Bhatnagar A, Kalla A, Narula N (2001) In vitro nitrogen fixation,
phosphate solubilization, survival and nutrient release by Azotobacter strains
in an aquatic system. Biores Technol 80: 101-109.
7. Kennedy IR, Choudhury ATMA, Kecskes ML (2004) Non-symbiotic bacterial
diazotrophs in crop-farming systems: Can their potential for plant growth
promotion be better exploited. Soil Biol Biochem 36: 1229-1244.
8. Yang D, Wang B, Wang J, Chen Y, Zhou M (2009) Activity and efficacy of
Bacillus subtilis strain NJ-18 against rice sheath blight and Sclerotinia stem rot
of rape. Biol Control 51: 61-65.
9. Shrestha A, Sultana R, Chae JC, Kim K, Lee KJ (2015) Bacillus thuringiensis
C25 which is rich in cell wall degrading enzymes efficiently controls lettuce drop
caused by Sclerotinia minor. Eur J Plant Pathol 142: 577-589.
10. Liu WY, Wong CF, Chung KM, Jiang JW, Leung FC (2013) Comparative
genome analysis of Enterobacter cloacae. PLoS One 8: e74487.
11. Paulitz TC, Bélanger RR (2001) Biological control in greenhouse systems.
Annu Rev Phytopathol 39: 103-133.
12. Lima G, De-Cicco V (2006) Integrated strategies to enhance biological control
of postharvest diseases. Advances in post-harvest technologies for horticultural
crops. Research Signpost Kerala, India.
13. Droby S (2001) Enhancing biocontrol activity of microbial antagonists of
postharvest diseases. In Enhancing Biocontrol Agents and Handling Risks (M
Vurro, J Gressel, T Butt, GE Harman, A Pilgeram, RJ St Leger, DL Nuss) IOS
Press, Amsterdam, Netherlands.
14. Ouhaibi-Ben Abdeljalil N, Vallance J, Gerbore J, Rey P, Daami-Remadi M
(2016) Bio-Suppression of Sclerotinia Stem Rot of tomato and biostimulation
of plant growth using tomato-associated rhizobacteria. J Plant Pathol Microbiol
7: 331.
15. Ongena M, Jacques P (2008) Bacillus lipopeptides: Versatile weapons for plant
disease biocontrol. Trends Microbiol 16: 115-125.
16. Raaijmakers JM, Vlami M, de-Souza JT (2002) Antibiotic production by bacterial
biocontrol agents. Antonie van Leeuwenhoek 81: 537-547.
17. Scherwinski K, Grosch R, Berg G (2008) Effect of bacterial antagonists on
lettuce: Active biocontrol of Rhizoctonia solani and negligible, short-term effects
on non-target microorganisms. FEMS Microbiol Ecol 64: 106-116.
18. Abdeljalil N, Renault D, Gerbore J, Vallance J, Rey P, et al. (2016a)
Comparative efficacy of tomato-associated rhizobacteria strains used singly
or in combination in suppressing Rhizoctonia Root Rot and enhancing tomato
growth. J Microb Biochemical Technol 8: 110-119.
19. Soylu S, Yigitbas H, Soylu EM, Kurt S (2007) Antifungal effects of essential
oils from oregano and fennel on Sclerotinia sclerotiorum. J Appl Microbiol 103:
1021-1030.

This work was funded by the Ministry of Higher Education Scientific Research
in Tunisia through the budget assigned to UR13AGR09-Integrated Horticultural
Production in the Tunisian Centre-East, Regional Centre of research on Horticulture
and Organic Agriculture of Chott-Mariem-Tunisia, and INRA Bordeaux-France
through the budget allocated to SAVE UMR. Authors also thank the whole team
UMR SAVE/INRA Bordeaux-France and CFBP/INRA Anger-Nante team for their
hospitality, their guidance and support.

20. Ouhaibi-Ben Abdeljalil N, Vallance J, Gerbore J, Bruez E, Martins G, et al.
(2016) Characterization of tomato-associated rhizobacteria recovered from
various tomato-growing sites in Tunisia. J Plant Pathol Microbiol (in press).

References

22. Benchabane M, Bakour R, Toua D, Boutekrabt A (2000) Mise en évidence
de l’effet antagoniste de Pseudomonas fluorescens vis-à-vis de la fusariose
vasculaire de la tomate. EOPP Bull 30: 243-246.

1. Dukare AS, Prasanna R, Dubey SC, Nain L, Chaudhary V, et al. (2011)
Evaluating novel microbe-amended composts as biocontrol agents in tomato.
Crop Prot 30: 436-442.
2. Junior ML, Lopes CA, Silva WLC (2000) Sclerotinia rot losses in processing
tomatoes grown under centre pivot irrigation in central Brazil. Plant Pathol 49:
51-56.

21. Bhai RS, Kishore VK, Kumar A, Anandaraj M, Eapen SJ (2005) Screening of
rhizobacterial isolates against soft rot disease of ginger (Zingiber officinale
Rosc). J Spices Arom Crops 14: 130-136.

23. Godon JJ, Zumstein E, Dabert P, Habouzit F, Moletta A (1997) Molecular
microbial diversity of an anaerobic digestor as determined by small-subunit
rDNA sequence analysis. Appl Environ Microbiol 63: 2802-2813.

3. Purdy LH (1979) Sclerotinia sclerotiorum: History, diseases and symptomatology,
host range, geographic distribution and impact. Phytopathology 69: 875-880.

24. White TJ, Bruns TD, Lee S, Taylor J (1990) Analysis of phylogenetic
relationships by amplification and direct sequencing of ribosomal RNA genes.
PCR Protocols: A Guide to Methods and Applications, Academic Press, New
York, USA.

4. Gao X, Han Q, Chen Y, Qin H, Huang L, et al. (2014) Biological control of

25. Redford AJ, Bowers RM, Knight R, Linhart Y, Fierer N (2010) The ecology of

J Microb Biochem Technol
ISSN: 1948-5948 JMBT, an open access journal

Volume 8(4): 312-320 (2016) - 319

Citation: Ouhaibi-Ben Abdeljalil N, Renault D, Gerbore J, Vallance J, Rey P, et al. (2016) Evaluation of the Effectiveness of Tomato-Associated
Rhizobacteria Applied Singly or as Three-Strain Consortium for Biosuppression of Sclerotinia Stem Rot in Tomato. J Microb Biochem
Technol 8: 312-320. doi: 10.4172/1948-5948.1000302

the phyllosphere: Geographic and phylogenetic variability in the distribution of
bacteria on tree leaves. Environ Microbiol 12: 2885-2893.

formation of Sclerotinia sclerotiorum and potential as biological control of white
mold on mustard. Aust Plant Pathol 45: 103-117.

26. Michelland RJ, Dejean S, Combes S, Fortun-Lamothe L, Cauquil L (2009)
StatFingerprints: A friendly graphical interface program for processing and
analysis of microbial fingerprint profiles. Mol Ecol Resour 9: 1359-1363.

38. Thilagavathi R, Saravanakumar D, Ragupathy N, Samiyappan R (2007)
Integration of biocontrol agents for the management of dry root (Macrophomina
phaseolina) disease in green gram. Phytopathol Medit 46: 157-167.

27. Kimsé M, Bayourthe C, Monteils V, Fortun-Lamothe L, Cauquil L, et al. (2012)
Live yeast stability in rabbit digestive tract: Consequences on the caecal
ecosystem, digestion, growth and digestive health. Anim Feed Sci Technol 173:
235-243.

39. Kloepper JW, Ryu CM, Zhang S (2004) Induced systemic resistance and
promotion of plant growth by Bacillus spp. Phytopathology 94: 1259-1266.

28. Baniasadi F, Shahidi-Bonjar GH, Baghizadeh A, Ka A (2009) Biological control
of Sclerotinia sclerotiorum, causal agent of sunflower head and stem rot
disease, by use of soil borne actinomycetes isolates. Am J Agric Biol Sci 4:
146-151.
29. Chitrampalam P, Figuli PJ, Matheron ME, Subbarao KV, Pryor B (2008)
Biocontrol of lettuce drop caused by Sclerotinia sclerotiorum and S. minor in
desert agro-ecosystems. Plant Dis 92: 1625-1634.
30. Furuya S, Mochizuki M, Aoki Y, Kobayashi H, Takayanagi T, et al. (2011)
Isolation and characterization of Bacillus subtilis KS1 for the biocontrol of
grapevine fungal diseases. Biocont Sci Techn 21: 705-720.
31. Heil M, Bostock RM (2002) Induced systemic resistance (ISR) against
pathogens in the context of induced plant defences. Ann Bot 89: 503-512.
32. Compant S, Duffy B, Nowak J, Clément C, Barka EA (2005) Use of plant growthpromoting bacteria for biocontrol of plant diseases: Principles, mechanisms of
action and future prospects. Appl Environ Microbiol 71: 4951-4959.
33. Leelasuphakul W, Hemmanee P, Chuenchitt S (2008) Growth inhibitory
properties of Bacillus subtilis strains and their metabolites against the green
mold pathogen (Penicillium digitatum Sacc.) of citrus fruit. Postharv Biol
Technol 48: 113-121.
34. Wu Y, Yuan J, Raza W, Shen Q, Huang Q (2014) Biocontrol traits and
antagonistic potential of Bacillus amyloliquefaciens strain NJZJSB3 against
Sclerotinia sclerotiorum, a causal agent of canola stem rot. J Microbiol
Biotechnol 24: 1327-1336.

40. Jetiyanon K, Kloepper JW (2002) Mixtures of plant growth-promoting
rhizobacteria for induction of systemic resistance against multiple plant
diseases. Biol Control 24: 285-291.
41. Jetiyanon K, Fowler WD, Kloepper JW (2003) Broad-spectrum protection
against several pathogens by PGPR mixtures under field conditions in Thailand.
Plant Dis 87: 1390-1394.
42. Ramamoorthy V, Viswanathan R, Raghuchander T, Prakasam V, Samiyappan R
(2001) Induction of systemic resistance by plant growth promoting rhizobacteria
in crop plants against pests and diseases. Crop Prot 20: 1-11.
43. Xue QY, Lib JQ, Zheng Y, Ding XY, Guo JH (2013) Screening tomato associated
bacteria for biological control of grey mold on tomato. Biocont Sci Techn 23:
245-259.
44. Saraf M, Pandya U, Thakkar A (2014) Role of allelochemicals in plant growth
promoting rhizobacteria for biocontrol of phytopathogens. Microbiol Res 169:
18-29.
45. Trabelsi D, Mhamdi R (2013) Microbial inoculants and their impact on soil
microbial communities: A review. Biomed Res Int 2013: 863240.
46. Costa R, Gotz M, Mrotzek N, Lottmann J, Berg G, et al. (2006) Effects of site
and plant species on rhizosphere community structure as revealed by molecular
analysis of microbial guilds. FEM Microbiol Ecol l56: 236-249.
47. Miethling R, Wieland G, Backhaus H, Tebbe CC (2000) Variation of microbial
rhizosphere communities in response to crop species, soil origin and inoculation
with Sinorhizobium meliloti L33. Microb Ecol 40: 43-56.

35. Zaidi A, Khan MS, Ahemad M, Oves M (2009) Plant growth promotion by
phosphate solubilizing bacteria. Acta Microbiol Immunol Hung 56: 263-284.

48. Ghodsalavi B, Ahmadzadeh M, Soleimani M, Madloo PB, Taghizad-Farid R
(2013) Isolation and characterization of rhizobacteria and their effects on root
extracts of Valeriana officinalis. Aust J Crop Sci 7: 338-344.

36. Jain A, Singh A, Singh S, Singh HB (2015) Biological management of Sclerotinia
sclerotiorum in pea using plant growth promoting microbial consortium. J Basic
Microbiol 55: 961-972.

49. Venkadesaperumal G, Amaresan N, Kumar K (2014) Plant growth promoting
capability and genetic diversity of bacteria isolated from mud volcano and lime
cave of Andaman and Nicobar Islands. Braz J Microbiol 45: 1271-1281.

37. Rahman MME, Hossain DM, Suzuki K, Shiiya A, Suzuki K, et al. (2016)
Suppressive effects of Bacillus spp. on mycelia, apothecia and sclerotia

50. Shobha G, Kumudini BS (2012) Antagonistic effect of the newly isolated PGPR
Bacillus spp. on Fusarium oxysporum. Int J Appl Sci Eng Res 1: 463-474.

OMICS International: Open Access Publication Benefits &
Features
Unique features:
•
•
•

Increased global visibility of articles through worldwide distribution and indexing
Showcasing recent research output in a timely and updated manner
Special issues on the current trends of scientific research

Special features:

Citation: Ouhaibi-Ben Abdeljalil N, Renault D, Gerbore J, Vallance J, Rey P, et
al. (2016) Evaluation of the Effectiveness of Tomato-Associated Rhizobacteria
Applied Singly or as Three-Strain Consortium for Biosuppression of Sclerotinia
Stem Rot in Tomato. J Microb Biochem Technol 8: 312-320. doi: 10.4172/19485948.1000302

J Microb Biochem Technol
ISSN: 1948-5948 JMBT, an open access journal

•
•
•
•
•
•
•
•

700+ Open Access Journals
50,000+ editorial team
Rapid peer review process
Quality and quick editorial, review and publication processing
Indexing at major indexing services
Sharing Option: Social Networking Enabled for better prominence and citations
Authors, Reviewers and Editors rewarded with online Scientific Credits
Best discounts for your subsequent articles

Submit your manuscript at: http://www.editorialmanager.com/jmbt

Volume 8(4): 312-320 (2016) - 320

