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Editorial
The gut is home to hundreds and millions of bacteria that we call
intestinal microbiota. They absorb nutrients from the human body and
eliminate the metabolites to the body [1]. There may be some balance
between gut microbiota and acute myocardial infarction so that we
human can keep healthy.
Acute myocardial infarction (MI) refers to acute myocardial
ischemic necrosis, a disease characterized on the basis of coronary
artery atherosclerosis occurs more sharply reduce coronary blood
supply or interrupt, leading to irreversible damage. According to the
china cardiovascular disease report in 2016, urban residents with
myocardial infarction mortality up to 70 per 100 thousands [2].
Recently, gut microbiota is given more attention on acute myocardial
infarction.
Current research mainly focuses on the relation between gut
microbiota and acute myocardial infarction. It proves that kinds and
number of gut microbiota change with human health condition; some
animal experiments indicate that the metabolic product of intestinal
microbiota, such as TMAO has been proved to be an independent risk
factor for coronary heart disease and we can reduce the mortality of
acute myocardial infarction by regulating intestinal microbiota [3].
Some studies have shown that there are significant changes in the
structure of intestinal microbiota, the helpful bacteria decreased
significantly and harmful bacteria significantly increased, further
aggravating the disease for the patient with acute myocardial
infarction.
It is believed that the intestinal tract and the bacteria that live in it
together form the endocrine organs. Intestinal microbiota affects
normal physiological function by converting nutrients into hormone
signals. Some intestinal microbial products can be perceived by human
receptors and thus affect the progression of cardiovascular disease [4].
The mechanism of intestinal bacteria affecting acute myocardial
infarction is still unclear and further study is needed.
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However, studies on gut microbiota and acute myocardial infarction
are still at animal experimental stage, not yet in clinical practice. We
cannot make a conclusion whether gut microbiota is good or bad and
the answer is still to be researched.
There was a significant difference on intestinal microbiota between
healthy people and patients with acute myocardial infarction. Under
normal circumstances, intestinal flora for healthy people relatively
fixed, but when people are in acute myocardial infarction (MI),
intestinal barrier function is impaired by a lack of heart pump function
and intestinal perfusion inadequacy. Such as intestinal flora disorder,
the intestinal mucosa and intestinal microbiota disorder further
aggravates intestinal function damage, leading to bacterial endotoxin
hematic disease, systemic inflammatory response and multiple organ
failure, further damage to heart muscle cells. Therefore, intestinal flora
structure is essential for the prognosis of acute myocardial infarction.
The causal relationship between intestinal flora and acute
myocardial infarction is not yet determined; but the disorder of
intestinal flora structure aggravated acute myocardial infarction and
poor prognosis; maintaining the structure of intestinal flora may
reduce the incidence of acute myocardial infarction, which is desirable
and promising. More studies need to be done.
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