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Introduction
Dopamine neurotransmission has been implicated in a number of 

pathological conditions including Parkinson’s disease, schizophrenia, 
attention deficit hyperactivity disorder and addiction [1-4]. Nurr1 
(NR4A2) is a nuclear receptor/transcription factor that is essential 
for proper development of mesencephalic dopamine neurons as 
homozygous disruption of Nurr1 stops differentiation of these 
neurons [5-7]. Nurr1 is the upstream regulator of genes involved in 
the synthesis, packaging, transport and reuptake of Dopamine [8,9] 
Overexpression of Nurr1 and Pitx3 in mouse induced pluripotent stem 
cells can program them into functional dopaminergic like neurons 
[10].

Several intrinsic mechanisms have been identified in the 
mesencephalic DA neurons that are linked to Nurr1 mediated cell 
survival [11-14]. In vitro and in vivo studies demonstrate that Nurr1 gene 
delivery/therapy and Nurr1 activation/activating compounds enhance 
DA as well as protect mesencehpalic dopaminergic neurons from cell 
injury induced by toxins or neuroinflammation and nigrostraiatal 
associated motor behaviors of dopamine neurotransmission [15-18]. 
Nurr1 is also neuroprotective in nature as it inhibits the expression of 
Pro-inflammatory neurotoxic mediators in microglia and astrocytes by 
recruiting CoREST corepressor complex thereby preventing the loss of 
dopaminergic neurons [19,20].

Mutation analysis has implicated a role for Nurr1 in some of 
these pathological conditions. Mutations in Nurr1 have been linked 
to Parkinson’s disease [21-24] and Nurr1 is reduced in patients with 
Parkinson’s disease and correlates with the loss of tyrosine hydroxylase 
immunoreactivity [25-27]. Two different missense mutations in exon 
3 of Nurr1 were identified in 3 patients with either schizophrenia or 
bipolar disorder [28].

Nurr1 has been implicated as a transcription factor that regulates 
the expression of several dopamine neurotransmission genes including 
tyrosine hydroxylase, dopamine transporter, vesicular monoamine 
transporter and GTP cyclohydrolase [9,26,29-33]. With the potential 
to alter multiple parameters regulating dopamine neurotransmission, 
the effects of Nurr1 on dopamine neurotransmission is complex. The 
role of Nurr1 in the regulation of dopamine neurotransmission in adult 
animals is mostly based on experiments in the Nurr1-null heterozygous 
mice (+/-). The Nurr1 +/- genotype has been shown to have a subtle 
but significant effect on dopamine neuron function in the nigrostriatal 
dopamine system [31,34]. Although the Nurr1 +/- mice have normal 
numbers of nigrostriatal dopamine neurons and dopamine levels in 
the striatum, these mice have reduced tyrosine hydroxylase activity 
and an apparently reduced capacity to maintain dopamine levels [31]. 
Additionally, reduced Nurr1 function in these mice increases the 
susceptibility of nigrostriatal dopamine neurons to the neurotoxins 
MPTP, amphetamine and rotenone and the irreversible proteasome 
inhibitor lactacystin [35-37]. Similarly, when dopamine neurons 
from +/+ and +/- newborn pups were grown in culture, survival and 
neurite growth in dopamine neurons from +/- mice was significantly 
reduced [38]. Although the nigrostriatal dopamine system is impacted 

Region Specific Effects of Aging and the Nurr1-Null Heterozygous 
Genotype on Dopamine Neurotransmission
Evangel Kummari, Shirley Guo-Ross and Jeffrey B Eells
Department of Basic Sciences, College of Veterinary Medicine, Mississippi State University, Mississippi State, MS 39762, USA

Abstract
The transcription factor Nurr1 is essential for dopamine neuron differentiation and is important in maintaining 

dopamine synthesis and neurotransmission in the adult. Reduced Nurr1 function, due to the Nurr1-null heterozygous 
genotype (+/-), impacts dopamine neuron function in a region specific manner resulting in a decrease in dopamine 
synthesis in the dorsal and ventral striatum and a decrease in tissue dopamine levels in the ventral striatum. 
Additionally, maintenance of tissue dopamine levels in the dorsal striatum and survival of nigrostriatal dopamine 
neurons with aging (>15 months) or after various toxicant treatments are impaired. To further investigate the effects 
of aging and the Nurr1-null heterozygous genotype, we measured regional tissue dopamine levels, dopamine 
neuron numbers, body weight, open field activity and rota-rod performance in young (3-5 months) and aged (15-17 
months) wild-type +/+ and +/- mice. Behavioral tests revealed no significant differences in rota-rod performance or 
basal open field activity as a result of aging or genotype. The +/- mice did show a significant increase in open field 
activity after 3 min of restraint stress. No differences in tissue dopamine levels were found in the dorsal striatum. 
However, there were significant reductions in tissue dopamine levels in the ventral striatum, which was separated into 
the nucleus accumbens core and shell, in the aged +/- mice. These data indicate that the mesoaccumbens system 
is more susceptible to the combination of aging and the +/- genotype than the nigrostriatal system. Additionally, the 
effects of aging and the +/- genotype may be dependent on genetic background or housing conditions. As Nurr1 
mutations have been implicated in a number of diseases associated with dopamine neurotransmission, further 
data is needed to understand why and how Nurr1 can have differential functions across different dopamine neuron 
populations in aging.

*Corresponding author: Jeffrey B Eells, Department of Basic Sciences, College 
of Veterinary Medicine, Mississippi State University, Mississippi State, MS 39762, 
USA, Tel: 6623412077; E-mail: eells@cvm.msstate.edu

Received March 13, 2017; Accepted March 31, 2017; Published April 05, 2017

Citation: Eells JB, Kummari E, Guo-Ross S (2017) Region Specific Effects of Aging 
and the Nurr1-Null Heterozygous Genotype on Dopamine Neurotransmission. 
Neurochem Neuropharm Open Access 3: 114. 

Copyright: © 2017 Eells JB, et al. This is an open-access article distributed under 
the terms of the Creative Commons Attribution License, which permits unrestricted 
use, distribution, and reproduction in any medium, provided the original author and 
source are credited.



Citation: Eells JB, Kummari E, Guo-Ross S (2017) Region Specific Effects of Aging and the Nurr1-Null Heterozygous Genotype on Dopamine 
Neurotransmission. Neurochem Neuropharm Open Access 3: 114. 

Page 2 of 8

Volume 3 • Issue 1 • 1000114
Neurochem Neuropharm Open Access journal
ISSN: 2469-9780 

by the Nurr1 +/- genotype, the mesoaccumbens dopamine system (i.e., 
dopamine neurons in the substantia nigra pars Compacta and ventral 
tegmental area) that innervate the ventral striatum consisting of the 
nucleus accumbens core and shell (NAC and NAS, respectively) appears 
to be more susceptible to the effects of the +/- genotype. Significant 
reductions in tissue dopamine levels in the nucleus accumbens and 
GTP cyclohydrolase mRNA expression in the ventral tegmental area 
have been reported [31,39,40] No difference in these parameters were 
observed in nigrostriatal system [31,39,40] Additionally, a significant 
elevation in synaptic dopamine levels, as measured by microdialysis 
was found in the shell of the nucleus accumbens of Nurr1 +/- mice 
that was not observed in the striatum [41]. Previous studies have 
found that aging is an important parameter that affects both dopamine 
neurotransmission and Nurr1 levels. Aging produces various changes 
in the function of the nigrostriatal dopamine neurotransmission; 
however, the mechanisms of these changes are unclear. A number of 
changes in dopamine function have been reported in the striatum. One 
of the most consistent is the decrease in D2 receptor expression in the 
striatum [42]. In the Nurr1 +/- mice, reductions in striatal dopamine 
levels, reduced numbers of dopamine neurons and a decrease in rota-
rod performance in the aged (>9 months) +/- mice have been reported 
[34,43]. Based on these data, the Nurr1 +/- mice may represent a 
potentially useful model of Parkinson’s disease because it combines a 
genetic mutation that increases the susceptibility of the nigrostriatal 
dopamine neurons to an environmental stressor such as aging Which 
mimics parameters thought to contribute to Parkinson’s disease. 
These data suggest that aging can influence Nurr1 expression and 
also produces various changes in the function of the nigrostriatal 
dopamine neurotransmission. It is unclear, however, how aging could 
also affect other dopamine systems particularly the mesoaccumbens 
system which could provide insight into the differences in regulation 
between these neuron populations. These experiments were initiated 
to further examine the effects of aging in the Nurr1 +/- mice on both 
the nigrostriatal and mesoaccumbens dopamine systems. The effect of 
the combination of aging and the Nurr1 +/- genotype on extracellular 
dopamine levels and dopamine release in the striatum has not been 
reported. Furthermore, these studies were investigated to also determine 
if aging has similar or distinct effects on the mesoaccumbens dopamine 
neurons associated with aging. The data indicate that aging and the 
+/- genotype can produce subtle effects on nigrostriatal dopamine 
neurotransmission. However, the regulation of tissue dopamine levels 
in the ventral striatum is the most susceptible to the combination of 
aging and the +/- genotype.

Materials and Methods
Chemicals and reagents

Quinpirole, standards for high performance liquid chromatography 
(HPLC) analysis including dopamine, 3,4-dihydroxyphenylacetic acid 
(DOPAC) and homovanillic acid (HVA) and HPLC reagents were 
purchased from Sigma- Aldrich (St. Louis, MO). CNS perfusion fluid 
was purchased from CMA Microdialysis (North Chelmsford, MA). 
Reagents for the HPLC mobile phase were purchased from Sigma-
Aldrich (St. Louis, MO).

Animals and guidelines

The Nurr1-null heterozygous mice used for this study were obtained 
from a colony bred at Mississippi State University originally produced 
in the laboratory of Dr. Vera Nikodem at the National Institute for 
Diabetes and Digestive and Kidney Diseases [6]. Mice were genotyped 
as previously described to distinguish +/- and +/+ mice [6]. Litters were 

chosen at random for either young or aged mice. At 19-21 days of age, 
mice were weaned and housed in groups of 3-5/cage. Mice were housed 
in cages with steel grid lids and all cages were located in the same 
room. All procedures were performed in accordance with the National 
Institutes of Health Guide for the Care and Use of Laboratory Animals, 
and study protocols were approved by the Institutional Animal Care 
and Use Committee at Mississippi State University. All animals used 
in this project were housed in the AAALAC accredited facilities of 
the College of Veterinary Medicine, Mississippi State University. The 
individual room temperatures were maintained between 18-22°C 
with food and water ad libitum. Care of the mice was overseen by a 
laboratory animal veterinarian. Male mice were used for behavior 
analysis, immunohistochemistry, and neurochemistry measurements.

Behavior

To assess motor coordination, mice were tested using a 4 station 
rota-rod treadmill for mice (Med Associates, St. Albans, VT). The 
rota-rod was set to increase rotation speed from 3-30 rpm. Each 
mouse underwent 2 rounds of training. The mice were placed on the 
rod for 2 min. If the mouse fell off during this time it was placed back 
on the treadmill so that all mice received the same amount of training 
time. Each mouse had a rest time 4 min in between each training 
round. After the training, 3 test trials were done on each mouse. The 
time spent and the speed reached by each mouse was recorded and 
compared between +/+ and +/- young and aged mice. At the end of 
rota-rod testing, mice were weighed. To assess spontaneous and stress 
induced locomotor activity, mice were placed in an open field chamber 
consisted of a 25 cm × 25 cm plexiglass enclosure with a video camera 
mounted above and attached to a computer containing the LimeLight 
software to measure total distance traveled. The basal activity of the 
mice is monitored initially for 45 min by a video camera. After this 45 
min activity period, mice were placed in a Broome rodent restrainer for 
3 min to produce restraint stress, then the mice were put back into the 
open field chamber and the activity was monitored for another 45 min. 
The total distance traveled during the basal condition and the stress 
condition was compared across age and genotype. The number of mice 
used for behavior analysis included 22 +/+ young, 37 +/- young, 7 +/+ 
aged, and 8 +/- aged.

Tissue dissection

One week after the open field test, the mice were euthanized with 
CO2 asphyxiation, the brains removed, cut with a coronal section at 
approximately 1 mm caudal to Bregma into forebrain and midbrain 
pieces. The forebrain was further split in half with a sagittal cut. The 
midbrain piece and the right forebrain piece were immersion fixed in 
4% paraformaldehyde for 24 h then placed in 30% sucrose for 2 days. 
The left forebrain piece was frozen on dry ice and stored at -80°C.

Catecholamine isolation

The left piece of frozen forebrain tissue was mounted in a custom 
made tissue slicer with OCT compound (Sakura Finetek, Torrance, 
CA) and 600-800 μm frozen sections were cut and mounted on glass 
slides. Micropunches of the dorsal striatum were isolated using a 
blunt 20 gauge needle. Micropunches of the nucleus accumbens core 
was taken with a 22 gauge blunt needle then the remaining nucleus 
accumbens shell was dissected using an 18 gauge blunt needle. A 
micropunch of the prefrontal cortex was also taken with a blunt 20 
gauge needle. Approximate locations of these dissected regions are 
shown on tyrosine hydroxylase immunohistochemistry sections in 
Figure 1. Micropunches were used for determination of dopamine 
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and metabolite levels using high performance liquid chromatography 
(HPLC) and electrochemical detection. Micropunches were sonicated 
in 0.1 M perchloric acid and 100 Μm EDTA at 4°C then cleared by 
two successive centrifugations at 10,000 g. The cleared supernatant was 
injected into a HPLC system consisting of a Waters 2695 Separation 
module. The remaining pellet was solubilized in 1M HCl and total 
protein was determined using BCA according to manufactures 
instructions. The number of male mice used for tissue dopamine levels 
consisted of 7 +/+ young, 10 +/- young, 7 +/+ aged, and 8 +/- aged.

Catecholamine measurements

Tissue extractions (10-20 μL) or microdialysis fractions (18 
μL) were injected into a HPLC system consisting of a Waters 2695 
Separation module, a SupleCosil LC-18-DB column with the Waters 
2465 electrochemical detector set at 20 nA and an Ec=+0.67 V using a 
mobile phase of 100 mM phosphate, 17.5% methanol, 25 μM EDTA, 1 
mM octyl sodium sulfate at pH 3.65. The quantity of each compound 
was determined based on the response of a known amount of standards 
of dopamine, DOPAC and HVA (Sigma Aldrich, St. Louis, MO) and 
are reported as pg in the dialysate.

Immunohistochemistry and stereology

Fixed midbrain and forebrain tissue was serial sectioned into 30 
nm sections. Every 6th section was used for immunhistochemistry. 
Free-floating sections were washed 3 times in phosphate buffered 
saline (PBS) with 1% bovine serum albumin (BSA), and then incubated 
for 30 min in 1% H2O2 in PBS. Sections were washed three times in 
PBS then incubated in blocking serum (PBS with 1% Triton-X 100, 4% 
normal goat serum, 1% BSA) for 30 min. Sections were then incubated 
in a rabbit polyclonal anti-tyrosine hydroxylase antibody (Millipore, 
Billerica, MA) diluted 1:5000 at room temperature for 2 h. Sections 
were rinsed 10 times with PBS containing 1% BSA and 0.2% Triton 
X-100 then incubated in biotinylated anti-rabbit IgG for 2 hours,
rinsed 3 times. Sections were then incubated for 2 h in equilibrated
ABC reagent (Vector Laboratories, Burlingame, CA) diluted in PBS-
0.02% Triton X-100 and 1.0% bovine serum albumin. Sections were
rinsed 2 times in PBS then incubated in a 0.5X diaminobenzidine
solution (Sigma-Aldrich, St. Louis, MO) with 0.003% H2O2 for 5
min. Sections were rinsed in PBS and counterstained with nuclear
fast red (Sigma-Aldrich, St. Louis, MO). Sections were mounted

onto silanized slides, dehydrated in graded ethanol series followed 
by xylene, then cover slipped with Permount. Immunoreactivity was 
evaluated and stereology was performed using an Olympus BX51 
microscope with a CCD camera and a motorized Z-stage which is all 
connected to a computer with Stereo Investigator Stereology Software 
from MicroBrightField Inc. (Williston, VT). Unbiased stereology on 
tyrosine hydroxylase immunoreactive profiles in the substantia nigra 
pars compacta and ventral tegmental area was performed using Stereo 
Investigator Stereology Software from MicroBrightField Inc. The optical 
fractionation method was used for estimating tyrosine hydroxylase 
immunoreactive profiles. The substantia nigra pars compacta and the 
ventral tegmental area were outlined based on tyrosine hydroxylase 
labeling. A 60X oil immersion objective was used to count profiles and 
measure section thickness at each sample site. Stereologic parameters 
used were a grid size of 150 μm × 150 μm with a random orientation 
and an optical dissector height of 16 μm. Estimates of immunoreactive 
profiles were made in young and aged +/+ and +/- mice (n=3/group) 
in both the substantia nigra pars compacta and ventral tegmental area. 
The number of mice used for stereological counts consisted of 3 +/+ 
young, 3 +/- young, 3 +/+ aged, and 3 +/- aged.

Statistical Analysis
Behavioral data, tissue catecholamine levels and stereological 

estimates were analyzed using ANOVA with Fisher’s PLSD post-hoc 
comparison.

Results
Rota-rod performance and open field activity in young and 
aged, +/+ and +/- mice

Behavioral analysis was carried out on the young and aged, +/+ 
and +/- mice. The behavioral test consisted of rota-rod performance, 
open field activity in a novel environment and after 3 min of restraint 
stress. The weight of each mouse was also recorded. Aging significantly 
increased weight. Although there was no significant difference across 
genotype, the +/- mice had slightly lower body weights (Figure 2A). 
There was a positive correlation between age and weight and a negative 
correlation between rota-rod performance and weight. In the rota-rod 
test, aging significantly reduced rota-rod performance in both +/+ 
and +/- mice (Figure 2B). No significant differences were observed on 
rota-rod performance due to genotype. There was a trend of reduced 
performance in the aged +/+ mice but much of this was the result of 
two animals with very low performance (3.7 and 5.7 s). In open field 
activity, there were no significant differences in total distance traveled 
in the basal condition (Figure 2C). The young +/- mice, however, were 
significantly more active after the restraint stress than the young +/+ 
mice (Figure 2D). In the aged mice, there was no genotype difference 
in stress induced activity although there were fewer aged mice tested 
than young mice.

Tissue dopamine levels in the ventral striatum are attenuated 
by aging in the +/- mice

Tissue dopamine and metabolite levels were measured in 
micropunches from the dorsal striatum, the ventral striatum separated 
into the NAC and NAS, and the prefrontal cortex across young and 
aged +/+ and +/- mice. Within the dorsal striatum, there were no 
significant differences in tissue dopamine levels observed due to the 
+/- genotype or aging (F3,28=2.692, p=0.0660) (Figure 3A). In fact, 
there was a trend toward a reduction in tissue dopamine levels from the 
dorsal striatum in the aged +/+ mice as compared to young +/+ mice 

Figure 1: Approximations of the regions and size of tissue dissected in 
thick frozen section and used for dopamine neurochemistry: Sections are 
approximately 1.70 mm (A) and 1.00 mm (B) rostral to Bregma. Sections were 
modified from Paxinos and Franklin.
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and aged +/- mice (Figure 3A). There were no significant differences in 
DOPAC or HVA levels or dopamine turnover in the dorsal striatum 
(Table 1). The ventral striatum, consisting of the NAS and the NAC, 
showed a different pattern of changes in dopamine neurochemistry as 
compared to the dorsal striatum. Specifically, there was a significant 
reduction in tissue dopamine levels in the aged +/- mice as compared 
to both the young +/- mice and the aged +/+ mice similarly in both the 
NAS (F3,28=2.949, p=0.049) and NAC (F3,28=4.05, p=0.0165) (Figure 
3B and 3C). Within the NAC, there was also a significant reduction in 
DOPAC levels in the aged +/- mice (F3, 28=4.092, p=0.0162) (Table 
1). No differences in HVA levels were found across groups in the 
either the NAC or NAS. There were significant elevations in dopamine 
turnover (dopamine/HVA) in the aged +/- mice in the NAS and NAC. 
No differences in dopamine neurochemistry were observed in the 
prefrontal cortex across age or genotype.

Dopamine neuron immunohistochemistry found no effects 
with aging and the +/- genotype on dopamine neuron survival

Survival and innervations of dopamine neurons was determined 
across aging and the +/- genotype using tyrosine hydroxylase 
immunohistochemistry. To determine if aging and the +/- genotype 
affected survival of dopamine neurons, unbiased stereology was used 
to estimate dopamine neuron population in the substantia nigra pars 
compacta and the ventral tegmental area. No noticeable differences 
in the intensity or distribution of dopamine neurons in either the 
substantia nigra pars compacts or ventral tegmental area were 
observed across groups in either of these areas (Figure 4). Unbiased 
stereology found no differences in the estimated number of tyrosine 
hydroxylase immunoreactive neurons in either the substantia nigra or 
ventral tegmental area across age or genotype (Table 2). Target areas of 
dopamine neuron innervations were also investigated using tyrosine 
hydroxylase immunohistochemistry. No obvious differences were 
observed in any of these target areas, dorsal or ventral striatum (data 
not shown).

Figure 2: Behavior analysis due to aging: Body weight (A), rota-rod 
performance (B) and total distance traveled in an open field activity field 
under basal conditions (C) and after 3 min of restraint stress (D) were 
measured in young and aged wild-type (+/+) and Nurr1-null heterozygous (+/-
) mice. No genotype differences in body weight were found, although aging 
significantly increased with body weight. Rota-rod performance was also 
significantly impaired with aging. The aged +/+ mice showed a trend toward 
impaired rota-rod performance, but was not significantly different compared 
to the aged +/- mice (C). No significant differences were found in basal open 
field activity, however, +/- mice were significantly more active after 3 min of 
restraint stress. Bars represent mean ± S.E.M. Brackets represent significant 
difference between treatments based on ANOVA with Fisher’s PLSD post-
hoc comparison with p<0.05.

Striatum Young +/+ Young +/- Aged +/+ Aged +/-
DOPAC 2.28 ± 0.26 2.61 ± 0.31 1.98 ± 0.29 2.45 ± 0.62

HVA 64.30 ± 3.43 50.16 ± 5.26 49.58 ± 4.10 53.11 ± 2.31
DOPAC/Dopamine 0.00236 ± 0.00026 0.00296 ± 0.00040 0.00361 ± 0.00110 0.00297 ± 0.00057

HVA/Dopamine 0.067 ± 0.004 0.057 ± 0.005 0.077 ± 0.006 0.068 ± 0.007
Nucleus Accumbens Shell

DOPAC 2.60 ± 0.83 94 ± 0.50 2.84 ± 0.47 3.67 ± 0.44
HVA 32.76 ± 1.83 29.10 ± 1.61 31.37 ± 3.38 28.27 ± 2.92

DOPAC/Dopamine 0.00543 ± 0.00127 0.00553 ± 0.00070 0.00579 ± 0.00205 0.01077 ± 0.00306
HVA/Dopamine 0.31 ±0.044 0.25 ± 0.029 0.28 ± 0.018 0.36 ± 0.034#

Nucleus Accumbens Core
DOPAC 3.67 ± 1.03 7.54 ± 2.39 1.03 ± 0.96 1.07 ± 0.70#

HVA 99.11 ± 6.44 108.41 ± 26.53 82.29 ± 13.16 82.65 ± 7.97

DOPAC/Dopamine 0.00399  ± 0.00118 0.00474 ± 0.00125 0.00389 ± 0.00130 0.00366 ± 0.00099
HVA/Dopamine 0.15 ± 0.02 0.12 ± 0.01 0.14 ± 0.01* 0.23 ± 0.02*,#

Prefrontal Cortex
Dopamine 5.51 ± 1.20 4.20 ± 0.850 6.31 ± 1.074 4.85 ± 1.019

DOPAC 0.993 ± 0.141 0.898 ± 0.116 0.766 ± 0.107 0.901 ± 0.059
HVA 13.07 ± 1.477 11.23 ± 1.774 10.57 ± 1.542 9.00 ± 1.116

DOPAC/Dopamine 0.214 ± 0.072 0.282 ± 0.073 0.112 ± 0.015 0.197 ± 0.027
HVA/Dopamine 3.175 ± 0.985 2.816 ± 0.452 1.484 ± 0.154 1.818 ± 0.290

*Genotype difference, #Age difference after ANOVA and post-hoc comparison; p<0.05

Table 1: Regional dopamine metabolite levels and dopamine turn over.
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Discussion
Currently, animal models that reproduce all of the neuropathology 

and neurodegeneration found in Parkinson’s disease are lacking. The 
most widely used models consist of the use of various toxins to kill or 
damage dopamine neurons. Because of the important contribution of 
aging in the etiology of Parkinson’s disease as well as links to genetics, 
a more ideal model would consist of a genetic mutation that, when 
combined with aging, produces progressive deficits in dopamine levels 
and neurodegeneration of nigrostriatal dopamine neurons. Previous 

reports using aged Nurr1 +/- mice have described significant effects in 
the nigrostriatal dopamine system. Aging (as early as 9-12 months) in 
the Nurr1 +/- mice resulted in a significant reduction in dopamine 
levels in the striatum, impaired performance on the rota-rod, and 
reduced numbers of dopamine neurons in the substantia nigra pars 
compacta in the aged +/- mice [34,43]. Because of the potential 
importance of this model, we began further investigations into how 
aging alters dopamine transmission in Nurr1 +/- mice but also included 
other mesencephalic dopaminergic systems. In contrast to previous 

Young +/+ Young +/- Aged +/+ Aged +/-

Subtantia nigra 42.085 ± 3.538 39.717 ± 4.322 37.933 ± 2.814 41.695 ± 4.236

Ventral tegmental      area 30.982 ± 4.907 35.705 ± 2.703 38.309 ± 1.935 30.774 ± 6.153

Estimates of Tyrosine hydroxylase immunoreactive neurons in the Substanstia nigra and Ventral tegmental area of young and aged +/+ and +/- mice using unbiased 
stereology.  Results are expressed as mean ± SEM

Table 2: Stereological estimation of regional tyrosine hydroxylase immunoreactive neurons.

Figure 3: Tissue dopamine levels: Dopamine levels were measured in tissue punches from the dorsal striatum (A), nucleus accumbens shell (B), and nucleus 
accumbens core (C) across young and aged wildtype (+/+) and Nurr1-null heterozygous (+/-) mice. There was a significant reduction in dopamine in the nucleus 
accumbens shell and core in the aged +/- mice. Bar graphs represent mean ± S.E.M. Brackets represent significant difference between treatments based on ANOVA 
with Fisher’s PLSD post-hoc comparison with p<0.05.

Figure 4: Tyrosine hydroxylase immunohistochemistry: TH immunohistochemistry was examined in the ventral midbrain of young and aged wild-type (+/+) and Nurr1-
null heterozyous (+/-) mice. No noticeable differences in distribution of tyrosine hydroxylase immunoreactive neurons were observed across these groups.
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reports, the current data found no difference in numbers of dopamine 
neurons or tissue dopamine levels in the dorsal striatum of aged +/- 
mice. However, significant reductions in tissue dopamine levels in the 
ventral striatum, including the NAS and NAC, resulted from the 
combination of aging and the +/- genotype. Potential reasons for these 
differences could be explained by either the background strain of mice 
or construct used. Three independently derived strains of Nurr1 
knockout mice were produced by the laboratories of Dr. Conneely [8], 
Dr. Perlmann [5] and Dr. Nikodem [6] and used between the various 
studies. Comparisons between parameters used to create these different 
lines have been reviewed previously [44]. Backman et al. using the 
Perlmann derived mice, reported no differences in tissue dopamine 
levels using micropunches from the striatum or number of dopamine 
neurons in the substantia nigra pars compacta in Nurr1 +/- mice 12-15 
months of age [45]. In fact, these authors found higher, but not 
significantly higher, dopamine and DOPAC levels in the +/- mice. 
These results more closely resemble the data in this current report 
using the Nikodem line of Nurr1 +/- mice. Jiang et al. and Zhang et al. 
both found significant reductions in dopamine neuron numbers in the 
substantia nigra and reduced tissue dopamine in the striatum at 9-12 
months [35] and 15-19 months [46] of age in the Nurr1 +/- mice using 
the Connelly line of Nurr1 +/- mice. Interestingly, [36] reported no 
differences in tissue dopamine levels in the striatum or the number of 
nigrostriatal dopamine neurons in aged (13-14 month) Nurr1 +/- mice, 
also using the Connelly line. More recently, when the construct used 
here was breed into C57-BL6 mice, there was a significant decrease in 
body weight and increase in novel open field activity in the Nurr1 +/- 
mice [47]. This suggests that the background strain could have an 
impact on the penetrance or expressivity of the Nurr1 +/- mutation to 
impact survival of dopamine neurons with aging. Although genes have 
been identified that can cause Parkinson’s disease, such as SNCA, 
LRRK2, parkin, PINK1, and DJ-1 [48]. most cases have a relatively 
small genetic component with low concordance rates among 
monozygotic twins [49-51]. Therefore, understanding the genetic 
context necessary for the Nurr1 +/- genotype to produce a loss of 
dopamine neurons and tissue dopamine in the striatum could be very 
informative. Differences in housing condition or other aspects of the 
environment may also impact the role of Nurr1 in regulating dopamine 
neuron function and survival. Nurr1, as an immediate early gene, is 
sensitive to stress, can be induced by various drugs, and could be 
sensitive to various housing conditions [41,42,52,53]. Previous data 
demonstrated that isolation had a significant effect on tissue dopamine 
levels in the dorsal striatum and that isolation could have a differential 
effect, depending on the +/- genotype, on dopamine neurotransmission 
in the NAS [41,42]. In the current study, all mice were raised in groups 
of 3-5, none were isolated. Differences across laboratories in how the 
mice were reared, such as when they are weaned or types of caging 
could also have an effect on the results. Any factor that produces 
different levels of stressors has the potential to impact Nurr1 expression 
and dopamine neuron function. Elevated stress induced open-field 
activity has been consistently reported in the Nurr1 +/- mice. This 
result was first reported in by Eells et al. and replicated by others and 
appears to be the most robust behavioral finding in these mice 
regardless of the derived strain [40,45,46,54,55]. To produce a stress 
response, we restrained the mice for 3 min prior to placing them back 
in the open-field. The young +/- mice showed a significant increase in 
open-field activity after stress. We had previously assigned the stress 
induced increase in activity to differences in mesoaccumbens dopamine 
neurotransmission. However, based on the present study, this 
difference is apparent in the absence of any detected difference in 
dopamine levels in the nucleus accumbens of the +/- mice. Although 

alterations in the mesoaccumbens neurotransmission could account 
for differences in open-field activity in the +/-, the precise mechanism 
that mediates the difference in the stress induced open-field activity in 
the +/- mice is unclear. Previous data found that tyrosine hydroxylase 
activity is reduced in the striatum of the +/- mice and that this difference 
is enhanced when feedback on the dopamine neuron is block via 
inhibiting dopamine release [32] This suggests a potential difference in 
feedback on the dopamine autoreceptor to more closely maintain 
dopamine synthesis. Although the Nurr1 +/- genotype has been found 
to have significant effects on the nigrostriatal dopamine system, effects 
on the mesoaccumbens dopamine system appear to be more prominent 
although less well characterized. Significant reductions in tissue 
dopamine levels were reported in the +/- mice in the nucleus accumbens 
without significant effects in the striatum [40,41]. In the current data, 
no significant differences in dopamine levels in the ventral striatum of 
young +/- mice were observed, either in the NAS or NAC. Differences 
in dissection technique (dorsal and ventral striatum isolation from 
fresh tissue versus micropunches in frozen sections) and electrochemical 
detection methods (extraction versus direct measurement) could 
account for some differences. Aging, however, may be an important 
variable in producing the deficit in dopamine in the ventral striatum. 
Additionally, breeding may impact the effect of the +/- mutation as 
mentioned above. Further studies with direct comparisons at different 
ages will be important to differentiate effects here. Additionally, the 
effect aging has on Nurr1 levels in dopamine neurons in the ventral 
tegmental area have not been investigated. The striatum consists of 
medium spiny neurons that primarily receive synaptic input from the 
pyramidal neurons in the cerebral cortex along with dopamine 
innervations from the mesencephalon. Dopamine innervation to the 
dorsal striatum consists of dopamine neurons in the substantia nigra 
pars compacta. The ventral striatum, however, receives dopamine 
innervations primarily from the ventral tegmental area, mostly the 
NAS. Dopamine neurons in the medial substantia nigra pars compacta 
and lateral ventral tegmental area innevate the NAC [56]. Studies have 
found differences in electrophysiology and gene expression between 
nigrostriatal dopamine neurons in the substantia nigra pars compacta 
and mesoaccumbens dopamine neurons in the ventral tegmental area 
[57,58]. Differences in autoreceptor function and/or dopamine uptake 
between these areas could underlie the observed effects of aging and the 
+/- genotype between the dorsal and ventral striatum. Currently, how 
Nurr1 can differentially affect these separate dopamine systems has not 
been elucidated. It is unclear whether these differences are due to 
differences in the neurons innervating these areas or whether there are 
local effects across the dorsal and ventral striatum that result in the 
differences in tissue dopamine levels observed.

Conclusions
The Nurr1 +/- genotype appears to be an important regulator 

of tissue dopamine as it relates to the mesoaccumbens dopamine 
system and that aging is an important variable in how Nurr1 regulates 
dopamine levels. As for the nigrostriatal dopamine system, there are, 
apparently, other factors that influence whether dopamine neuron 
numbers and tissue dopamine levels are affected by the +/- genotype. 
Understanding the interaction between how the environment or 
genetic background can interact with the Nurr1 +/- genotype could 
have important implications for understanding the genetic complexity 
of Parkinson’s disease. The interaction between aging and the +/- 
genotype suggest that aging is an important factor for the regulation 
of Nurr1 and the function of the mesoaccumbens dopamine system, 
which could have implications to other neurological problems such as 
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psychosis, addiction or attention deficit hyperactivity disorder in which 
the mesoaccumbens dopamine neurotransmission has a prominent 
role.

Acknowledgements

This study was supported by the NIH Grants R21NS058375-01A2 and 
5T35RR007071.

References

1. Steece-Collier K, Maries E, Kordower JH (2002) Etiology of Parkinson’s 
disease: Genetics and environment revisited. Proceedings of the National 
Academy of Sciences 99: 13972-13974. 

2. Solanto MV (2002) Dopamine dysfunction in AD/HD: integrating clinical and
basic neuroscience research. Behav. Brain Res 130: 65-71.

3. Merims D, Giladi N (2008) Dopamine dysregulation syndrome, addiction and
behavioral changes in Parkinson’s disease. Parkinsonism Relat. Disord 14: 
273-280.

4. Howes OD, Kapur S (2009) The dopamine hypothesis of schizophrenia:
version III--the final common pathway. See comment in PubMed Commons 
below Schizophr Bull 35: 549-562.

5. Zetterström RH, Solomin L, Jansson L, Hoffer BJ, Olson L, et al. (1997)
Dopamine neuron agenesis in Nurr1-deficient mice. See comment in PubMed 
Commons below Science 276: 248-250.

6. Castillo SO, Baffi JS, Palkovits M, Goldstein DS, Kopin IJ, et al. (1998) 
Dopamine biosynthesis is selectively abolished in substantia nigra/ventral
tegmental area but not in hypothalamic neurons in mice with targeted disruption 
of the Nurr1 gene. Mol Cell Neurosci 11: 36-46.

7. Saucedo-Cardenas O, Quintana-Hau JD, Le WD, Smidt MP, Cox JJ, et al. 
(1998) Nurr1 is essential for the induction of the dopaminergic phenotype and
the survival of ventral mesencephalic late dopaminergic precursor neurons.
Proc. Natl. Acad. Sci. USA 95: 4013-4018.

8. Flames N, Hobert O (2011) Transcriptional control of the terminal fate of 
monoaminergic neurons. Annu Rev Neurosci 34: 153-184.

9. Hermanson E, Joseph B, Castro D, Lindqvist E, Aarnisalo P, et al. (2003) Nurr1 
regulates dopamine synthesis and storage in MN9D dopamine cells. Exp Cell
Res 288: 324-334.

10. Salemi S, Baktash P, Rajaei B, Noori M, Amini H, et al. (2016) Efficient 
generation of dopaminergic-like neurons by overexpression of Nurr1 and Pitx3 
in mouse induced Pluripotent Stem Cells. Neuroscience letters. 626: 126-134.

11. Kadkhodaei B, Alvarsson A, Alvarsson A, Schintu N, Ramskold D, et al.
(2013) Transcription factor Nurr1 maintains fiber integrity and nuclearencoded 
mitochondrial gene expression in dopamine neurons. Proc Natl Acad Sci USA 
110: 2360-2365.

12. Volakakis N, Kadkhodaei B, Joodmardi E, Wallis K, Panman L, et al. 
(2010) NR4A orphan nuclear receptors as mediators of CREB-dependent
neuroprotection. Proc Natl Acad Sci USA 107: 12317-12322.

13. Malewicz M, Kadkhodaei B, Kee N, Volakakis N, Hellman U, et al. (2011)
Essential role for DNA-PKmediated phosphorylation of NR4A nuclear orphan 
receptors in DNA double-strand break repair. Genes Dev 25: 2031-2040.

14. Decressac M, Kadkhodaei B, Mattsson B, Laguna A, Perlmann T, et al. (2012) 
A-Synuclein-induced down-regulation of Nurr1 disrupts GDNF signaling in 
nigral dopamine neurons. Sci Transl Med 163: 156.

15. Dong J, Li S, Mo JL, Cai HB, Le WD, et al. (2016) Nurr1-Based Therapies for
Parkinson’s Disease. CNS Neurosci Ther 22: 351-359.

16. De Miranda BR, Popichak KA, Hammond SL, Miller JA, Safe S, et al. (2014) 
Novel para-phenyl substituted diindolylmethanes protect against MPTP 
neurotoxicity and suppress glial activation in a mouse model of Parkinson’s 
disease. Toxicol Sci 143 : 360-373.

17. Oh S, Chang M, Song J, Rhee Y, Joe E, et al. (2015) Combined Nurr1 and
Foxa2 roles in the therapy of Parkinson’s disease. EMBO Mol Med 7: 510-525.

18. Hammond SL, Safe S, Tjalkensa RB (2015) A novel synthetic activator 
of Nurr1 induces dopaminergic gene expression and protects against
6-hydroxydopamine neurotoxicity in vitro. Neurosci Lett 607: 83-89.

19. Saijo K, Winner B, Carson CT, Collier JG, Boyer L, et al. (2009) A Nurr1/

CoREST pathway in microglia and astrocytes protects dopaminergic neurons 
from inflammation-induced death. Cell 137: 47-59.

20. Montarolo F, Perga S, Martire S, Navone DN, Marchet A, et al. (2016) Altered 
NR4A Subfamily Gene Expression Level in Peripheral Blood of Parkinson’s 
and Alzheimer’s Disease Patients. Neurotox Res 30: 338-344.

21. Xu PY, Liang R, Jankovic J, Hunter C, Zeng YX, et al. (2002) Association of 
homozygous 7048G7049 variant in the intron six of Nurr1 gene with Parkinson’s 
disease. Neurology 58: 881-884.

22. Hattori N, Kobayashi H, Sasaki-Hatano Y, Sato K, Mizuno Y (2003) Familial 
Parkinson’s disease: a hint to elucidate the mechanisms of nigral degeneration. 
J Neurol 250 Suppl 3: III2-10.

23. Le WD, Xu P, Jankovic J, Jiang H, Appel SH, et al. (2003) Mutations in NR4A2 
associated with familial Parkinson disease. Nat Genet 33: 85-89.

24. Grimes DA, Han F, Panisset M, Racacho L, Xiao F, et al. (2006) Translated 
mutation in the Nurr1 gene as a cause for Parkinson’s disease. Mov Disord 
21: 906-909.

25. Chu Y, Kompoliti K, Cochran EJ, Mufson EJ, Kordower JH (2002) Age-related
decreases in Nurr1 immunoreactivity in the human substantia nigra. J Comp
Neurol 450: 203-214.

26. Jankovic J, Chen S, Le WD (2005) The role of Nurr1 in the development of
dopaminergic neurons and Parkinson’s disease. Prog Neurobiol 77: 128-138.

27. Chu Y, Le W, Kompoliti K, Jankovic J, Mufson EJ, et al. (2006) Nurr1 in
Parkinson’s disease and related disorders. J Comp Neurol 494: 495-514.

28. Buervenich S, Carmine A, Arvidsson M, Xiang F, Zhang Z, et al. (2000) NURR1 
mutations in cases of schizophrenia and manic-depressive disorder. Am. J.
Med. Genet 96: 808-813.

29. Iwawaki T, Kohno K, Kobayashi K (2000) Identification of a potential nurr1 
response element that activates the tyrosine hydroxylase gene promoter in
cultured cells. Biochem. Biophys. Res. Commun 274: 590-595.

30. Sacchetti P, Mitchell TR, Granneman JG, Bannon MJ (2001) Nurr1 enhances 
transcription of the human dopamine transporter gene through a novel
mechanism. J Neurochem 76: 1565-1572.

31. Eells JB, Misler JA, Nikodem VM (2006) Reduced tyrosine hydroxylase and
GTP cyclohydrolase mRNA expression, tyrosine hydroxylase activity, and 
associated neurochemical alterations in Nurr1-null heterozygous mice. Brain
research bulletin 70: 186-195.

32. Gil M, McKinney C, Lee MK, Eells JB, Phyillaier MA, et al. (2007) Regulation of 
GTP cyclohydrolase I expression by orphan receptor Nurr1 in cell culture and 
in vivo. Journal of neurochemistry 101: 142-150. 

33. Kadkhodaei B, Ito T, Joodmardi E, Mattsson B, Rouillard C, et al. (2009) Nurr1 
is required for maintenance of maturing and adult midbrain dopamine neurons. 
J. Neurosci 29: 15923-15932.

34. Zhang L, Le W, Xie W, Dani JA (2012) Age-related changes in dopamine
signaling in Nurr1 deficient mice as a model of Parkinson’s disease. Neurobiol 
Aging 33: 1001.

35. Le W, Conneely OM, He Y, Jankovic J, Appel SH (1999) Reduced Nurr1
expression increases the vulnerability of mesencephalic dopamine neurons to
MPTP-induced injury. J Neurochem 73: 2218-2221.

36. Imam SZ, Jankovic J, Ali SF, Skinner JT, Xie W, et al. (2005) Nitric oxide 
mediates increased susceptibility to dopaminergic damage in Nurr1
heterozygous mice. FASAB J 19: 1441-1450.

37. Pan T, Zhu W, Zha H, Deng H, Xie W, et al. (2008) Nurr1 deficiency predisposes 
to lactacystin-induced dopaminergic neuron injury in vitro and in vivo. Brain Res 
1222: 222-229.

38. Eells JB, Yeung Sk, Nikodem VM, (2002) Dopamine neurons heterozygous for 
the Nurr1- Null allele have reduced survival in vitro. Neurosci Res Comm 30:
173-183.

39. Eells JB, Lipska BK, Yeung SK, Misler JA, Nikodem VM (2002) Nurr1-null
heterozygous mice have reduced mesolimbic and mesocortical dopamine
levels and increased stress-induced locomotor activity. Behav. Brain Res 136:
267-75.

40. Eells JB, Misler JA, Nikodem VM (2006) Early postnatal isolation reduces
dopamine levels, elevates dopamine turnover and specifically disrupts prepulse 
inhibition in Nurr1-null heterozygous mice. Neuroscience 14: 1117-1126.

http://www.pnas.org/content/99/22/13972.short
http://www.pnas.org/content/99/22/13972.short
http://www.pnas.org/content/99/22/13972.short
http://www.sciencedirect.com/science/article/pii/S0166432801004314
http://www.sciencedirect.com/science/article/pii/S0166432801004314
http://www.sciencedirect.com/science/article/pii/S1353802007002088
http://www.sciencedirect.com/science/article/pii/S1353802007002088
http://www.sciencedirect.com/science/article/pii/S1353802007002088
http://schizophreniabulletin.oxfordjournals.org/content/35/3/549.short
http://schizophreniabulletin.oxfordjournals.org/content/35/3/549.short
http://schizophreniabulletin.oxfordjournals.org/content/35/3/549.short
http://science.sciencemag.org/content/276/5310/248.short
http://science.sciencemag.org/content/276/5310/248.short
http://science.sciencemag.org/content/276/5310/248.short
http://www.sciencedirect.com/science/article/pii/S104474319890673X
http://www.sciencedirect.com/science/article/pii/S104474319890673X
http://www.sciencedirect.com/science/article/pii/S104474319890673X
http://www.sciencedirect.com/science/article/pii/S104474319890673X
http://www.pnas.org/content/95/7/4013.short
http://www.pnas.org/content/95/7/4013.short
http://www.pnas.org/content/95/7/4013.short
http://www.pnas.org/content/95/7/4013.short
http://annualreviews.org/doi/abs/10.1146/annurev-neuro-061010-113824
http://annualreviews.org/doi/abs/10.1146/annurev-neuro-061010-113824
http://www.sciencedirect.com/science/article/pii/S0014482703002167
http://www.sciencedirect.com/science/article/pii/S0014482703002167
http://www.sciencedirect.com/science/article/pii/S0014482703002167
http://www.sciencedirect.com/science/article/pii/S0304394016303445
http://www.sciencedirect.com/science/article/pii/S0304394016303445
http://www.sciencedirect.com/science/article/pii/S0304394016303445
http://www.pnas.org/content/110/6/2360.short
http://www.pnas.org/content/110/6/2360.short
http://www.pnas.org/content/110/6/2360.short
http://www.pnas.org/content/110/6/2360.short
http://www.pnas.org/content/107/27/12317.short
http://www.pnas.org/content/107/27/12317.short
http://www.pnas.org/content/107/27/12317.short
http://genesdev.cshlp.org/content/25/19/2031.short
http://genesdev.cshlp.org/content/25/19/2031.short
http://genesdev.cshlp.org/content/25/19/2031.short
http://stm.sciencemag.org/content/4/163/163ra156.short
http://stm.sciencemag.org/content/4/163/163ra156.short
http://stm.sciencemag.org/content/4/163/163ra156.short
http://toxsci.oxfordjournals.org/content/143/2/360.short
http://toxsci.oxfordjournals.org/content/143/2/360.short
http://toxsci.oxfordjournals.org/content/143/2/360.short
http://toxsci.oxfordjournals.org/content/143/2/360.short
http://embomolmed.embopress.org/content/early/2015/03/09/emmm.201404610.abstract
http://embomolmed.embopress.org/content/early/2015/03/09/emmm.201404610.abstract
http://www.sciencedirect.com/science/article/pii/S0304394015301415
http://www.sciencedirect.com/science/article/pii/S0304394015301415
http://www.sciencedirect.com/science/article/pii/S0304394015301415
http://www.sciencedirect.com/science/article/pii/S0092867409000865
http://www.sciencedirect.com/science/article/pii/S0092867409000865
http://www.sciencedirect.com/science/article/pii/S0092867409000865
http://link.springer.com/article/10.1007/s12640-016-9626-4
http://link.springer.com/article/10.1007/s12640-016-9626-4
http://link.springer.com/article/10.1007/s12640-016-9626-4
http://www.neurology.org/content/58/6/881.short
http://www.neurology.org/content/58/6/881.short
http://www.neurology.org/content/58/6/881.short
http://www.springerlink.com/index/W86MF8LLC1VV56M5.pdf
http://www.springerlink.com/index/W86MF8LLC1VV56M5.pdf
http://www.springerlink.com/index/W86MF8LLC1VV56M5.pdf
http://www.nature.com/ng/journal/v33/n1/abs/ng1066.html
http://www.nature.com/ng/journal/v33/n1/abs/ng1066.html
http://onlinelibrary.wiley.com/doi/10.1002/mds.20820/full
http://onlinelibrary.wiley.com/doi/10.1002/mds.20820/full
http://onlinelibrary.wiley.com/doi/10.1002/mds.20820/full
http://onlinelibrary.wiley.com/doi/10.1002/cne.10261/full
http://onlinelibrary.wiley.com/doi/10.1002/cne.10261/full
http://onlinelibrary.wiley.com/doi/10.1002/cne.10261/full
http://www.sciencedirect.com/science/article/pii/S0301008205001024
http://www.sciencedirect.com/science/article/pii/S0301008205001024
http://onlinelibrary.wiley.com/doi/10.1002/1096-8628(20001204)96:6%3C808::AID-AJMG23%3E3.0.CO;2-E/full
http://onlinelibrary.wiley.com/doi/10.1002/1096-8628(20001204)96:6%3C808::AID-AJMG23%3E3.0.CO;2-E/full
http://onlinelibrary.wiley.com/doi/10.1002/1096-8628(20001204)96:6%3C808::AID-AJMG23%3E3.0.CO;2-E/full
http://www.sciencedirect.com/science/article/pii/S0006291X00932042
http://www.sciencedirect.com/science/article/pii/S0006291X00932042
http://www.sciencedirect.com/science/article/pii/S0006291X00932042
http://onlinelibrary.wiley.com/doi/10.1046/j.1471-4159.2001.00181.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1471-4159.2001.00181.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1471-4159.2001.00181.x/full
http://www.sciencedirect.com/science/article/pii/S0361923006001675
http://www.sciencedirect.com/science/article/pii/S0361923006001675
http://www.sciencedirect.com/science/article/pii/S0361923006001675
http://www.sciencedirect.com/science/article/pii/S0361923006001675
http://127.0.0.1/
http://127.0.0.1/
http://127.0.0.1/
http://www.jneurosci.org/content/29/50/15923.short
http://www.jneurosci.org/content/29/50/15923.short
http://www.jneurosci.org/content/29/50/15923.short
http://www.sciencedirect.com/science/article/pii/S0197458011000996
http://www.sciencedirect.com/science/article/pii/S0197458011000996
http://www.sciencedirect.com/science/article/pii/S0197458011000996
https://dx.doi.org/10.1046/j.1471-4159.1999.02218.x
https://dx.doi.org/10.1046/j.1471-4159.1999.02218.x
https://dx.doi.org/10.1046/j.1471-4159.1999.02218.x
https://dx.doi.org/10.1096/fj.04-3362com
https://dx.doi.org/10.1096/fj.04-3362com
https://dx.doi.org/10.1096/fj.04-3362com
http://www.sciencedirect.com/science/article/pii/S0006899308011645
http://www.sciencedirect.com/science/article/pii/S0006899308011645
http://www.sciencedirect.com/science/article/pii/S0006899308011645
http://onlinelibrary.wiley.com/doi/10.1002/nrc.10029/full
http://onlinelibrary.wiley.com/doi/10.1002/nrc.10029/full
http://onlinelibrary.wiley.com/doi/10.1002/nrc.10029/full
http://www.sciencedirect.com/science/article/pii/S0166432802001857
http://www.sciencedirect.com/science/article/pii/S0166432802001857
http://www.sciencedirect.com/science/article/pii/S0166432802001857
http://www.sciencedirect.com/science/article/pii/S0166432802001857
http://www.sciencedirect.com/science/article/pii/S030645220501403X
http://www.sciencedirect.com/science/article/pii/S030645220501403X
http://www.sciencedirect.com/science/article/pii/S030645220501403X


Citation: Eells JB, Kummari E, Guo-Ross S (2017) Region Specific Effects of Aging and the Nurr1-Null Heterozygous Genotype on Dopamine 
Neurotransmission. Neurochem Neuropharm Open Access 3: 114. 

Page 8 of 8

Volume 3 • Issue 1 • 1000114
Neurochem Neuropharm Open Access journal
ISSN: 2469-9780 

41. Moore TM, Brown T, Cade M, Eells JB (2008) Alterations in amphetamine–
stimulated dopamine overflow due to the Nurr1-null heterozygous genotype 
and postweaning isolation. Synapse 62: 764-774.

42. Umegaki H, Roth GS, Ingram DK (2008) Aging of the striatum: mechanisms
and interventions. Age (Dordr) 30: 251-261.

43. Eells JB, Witta J, Otridge JB, Zuffova E, Nikodem VM (2000) Structure and
function of the Nur77 subfamily, a unique class of hormone nuclear receptors.
Cur. Genomics 1: 135-152.

44. Backman C, You ZB, Perlmann T, Hoffer BJ (2003) Elevated locomotor activity 
without altered striatal dopamine contents in Nurr1 heterozygous mice after
acute exposure to methamphetamine. Behav. Brain Res 143: 95-100.

45. Iang C, Wan X, He Y, Pan T, Jankovic J, et al. (2005) Age-dependent 
dopaminergic dysfunction in Nurr1 knockout mice. Exp Neurol 191: 154-162.

46. Eell JB, Varela-Stokes A, Guo-Ross SX, Kummari E, Smith HM, et al. (2015)
Chronic Toxoplasma gondii in Nurr1-null heterozygous mice exacerbates
Elevated open field activity. PlosOne 10: e0119280. 

47. Greggio E, Bisaglia M, Civiero L, Bubacco L (2011) Leucine-rich repeat kinase 2 
and alpha-synuclein: intersecting pathways in the pathogenesis of Parkinson’s 
disease? Mol Neurodegener 6: 6.

48. Tanner CM, Ottman R, Goldman SM, Ellenberg J, Chan P, et al. (1999) 
Parkinson disease in twins: an etiologic study. JAMA 281: 341-346.

49. Wirdefeldt K, Gatz M, Schalling M, Pedersen NL (2004) No evidence for 
heritability of Parkinson disease in Swedish twins. Neurology 63: 305-311.

50. Wirdefeldt K, Gatz M, Reynolds CA, Prescott CA, Pedersen NL (2011) 
Heritability of Parkinson disease in Swedish twins: a longitudinal study. 
Neurobiol Aging 32: 1923.

51. Maheux J, Ethier I, Rouillard C, Levesque D (2005) Induction patterns of
transcription factors of the nur family (nurr1, nur77, and nor-1) by typical and
atypical antipsychotics in the mouse brain: implication for their mechanism of
action. J. Pharmacol. Exp. Ther 313: 460-473.

52. Rojas P, Joodmardi E, Perlmann T, Ogren SO (2010) Rapid increase of Nurr1 
mRNA expression in limbic and cortical brain structures related to coping with
depression-like behavior in mice. J Neurosci Res 88: 2284-2293.

53. Werme M, Hermanson E, Carmine A, Buervenich S, Zetterstrom RH, et al.
(2003) Decreased ethanol preferences and wheel running in Nurr1-deficient 
mice. Eur J Neurosci 17: 2418-2424.

54. Vuillermot S, Joodmardi E, Perlmann T, Ove Ögren S, Feldon J, et al. (2011) 
Schizophrenia-relevant behaviors in a genetic mouse model of constitutive
Nurr1 deficiency. Genes, Brain and Behavior 10: 589-603.

55. Humphries MD, Prescott TJ (2010) The ventral basal ganglia, a selection 
mechanism at the crossroads of space, strategy, and reward. Prog Neurobiol 
90: 385-417.

56. Greene JG, Dingledine R, Greenamyre JT (2005) Gene expression profiling 
of rat midbrain dopamine neurons: implications for selective vulnerability in
parkinsonism. Neurobiol Dis 8: 19-31.

57. Di Salvio M, Di Giovannantonio LG, Omodei D, Acampora D, Simeone A (2010) 
Otx2 expression is restricted to dopaminergic neurons of the ventral tegmental 
area in the adult brain. Int J Dev Biol 54: 939-945.

http://onlinelibrary.wiley.com/doi/10.1002/syn.20550/full
http://onlinelibrary.wiley.com/doi/10.1002/syn.20550/full
http://onlinelibrary.wiley.com/doi/10.1002/syn.20550/full
http://link.springer.com/article/10.1007/s11357-008-9066-z
http://link.springer.com/article/10.1007/s11357-008-9066-z
http://www.ingentaconnect.com/content/ben/cg/2000/00000001/00000002/art00002
http://www.ingentaconnect.com/content/ben/cg/2000/00000001/00000002/art00002
http://www.ingentaconnect.com/content/ben/cg/2000/00000001/00000002/art00002
http://www.sciencedirect.com/science/article/pii/S0166432803000299
http://www.sciencedirect.com/science/article/pii/S0166432803000299
http://www.sciencedirect.com/science/article/pii/S0166432803000299
http://www.sciencedirect.com/science/article/pii/S0014488604003462
http://www.sciencedirect.com/science/article/pii/S0014488604003462
http://journals.plos.org/plosone/article?id=10.1371/journal.pone.0119280
http://journals.plos.org/plosone/article?id=10.1371/journal.pone.0119280
http://journals.plos.org/plosone/article?id=10.1371/journal.pone.0119280
https://molecularneurodegeneration.biomedcentral.com/articles/10.1186/1750-1326-6-6
https://molecularneurodegeneration.biomedcentral.com/articles/10.1186/1750-1326-6-6
https://molecularneurodegeneration.biomedcentral.com/articles/10.1186/1750-1326-6-6
http://jamanetwork.com/journals/jama/fullarticle/188406
http://jamanetwork.com/journals/jama/fullarticle/188406
http://www.neurology.org/content/63/2/305.short
http://www.neurology.org/content/63/2/305.short
http://www.sciencedirect.com/science/article/pii/S0197458011000467
http://www.sciencedirect.com/science/article/pii/S0197458011000467
http://www.sciencedirect.com/science/article/pii/S0197458011000467
http://jpet.aspetjournals.org/content/313/1/460.short
http://jpet.aspetjournals.org/content/313/1/460.short
http://jpet.aspetjournals.org/content/313/1/460.short
http://jpet.aspetjournals.org/content/313/1/460.short
http://onlinelibrary.wiley.com/doi/10.1002/jnr.22377/full
http://onlinelibrary.wiley.com/doi/10.1002/jnr.22377/full
http://onlinelibrary.wiley.com/doi/10.1002/jnr.22377/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1460-9568.2003.02666.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1460-9568.2003.02666.x/full
http://onlinelibrary.wiley.com/doi/10.1046/j.1460-9568.2003.02666.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1601-183X.2011.00698.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1601-183X.2011.00698.x/full
http://onlinelibrary.wiley.com/doi/10.1111/j.1601-183X.2011.00698.x/full
http://www.sciencedirect.com/science/article/pii/S030100820900183X
http://www.sciencedirect.com/science/article/pii/S030100820900183X
http://www.sciencedirect.com/science/article/pii/S030100820900183X
http://www.sciencedirect.com/science/article/pii/S0969996104002360
http://www.sciencedirect.com/science/article/pii/S0969996104002360
http://www.sciencedirect.com/science/article/pii/S0969996104002360
http://www.ijdb.ehu.es/web/paper.php?doi=10.1387/ijdb.092974ms
http://www.ijdb.ehu.es/web/paper.php?doi=10.1387/ijdb.092974ms
http://www.ijdb.ehu.es/web/paper.php?doi=10.1387/ijdb.092974ms

	Title
	Corresponding author
	Abstract
	Keywords
	Introduction
	Materials and Methods 
	Chemicals and reagents 
	Animals and guidelines 
	Behavior 
	Tissue dissection 
	Catecholamine isolation 
	Catecholamine measurements 
	Immunohistochemistry and stereology 

	Statistical Analysis 
	Results 
	Rota-rod performance and open field activity in young and aged, +/+ and +/- mice 
	Tissue dopamine levels in the ventral striatum are attenuated by aging in the +/- mice 
	Dopamine neuron immunohistochemistry found no effects with aging and the +/- genotype on dopamine ne

	Discussion 
	Conclusions 
	Acknowledgements 
	Figure 1
	Figure 2
	Figure 3
	Figure 4
	Table 1
	Table 2
	References 

