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A human infection case of H10N8 influenza virus, a new strain
of avian influenza virus, was confirmed on December 18, 2013 in
Nanchang, Jiangxi Province of China.
The patient was a 73-year-old woman, who was diagnosed as
severe pneumonia, accompanied by high blood pressure, heart disease,
myasthenia gravis and other underlying diseases, with a low immunity
level. She had been under treatment since November 30 in a hospital
in the provincial capital of Nanchang and died on December 6 due to
respiratory failure and shock. Influenza A virus was detected in the
sample of this case and was further identified as H10N8 avian influenza
virus by the Chinese Center for Disease Control and Prevention. The
patient had exposure history of live poultry business market. All close
contacts have not appeared abnormal symptoms so far [1].
The influenza A virus family is distinguished by two proteins
protruding from the virus surface, namely the hemagglutinin and
neuraminidase (short for “H” and “N”). There are a total of 16 H and 9 N
in this big “family”, and different viruses are named with their different
combinations of HxNy, such as H1N1, H2N2, H7N9 etc. Among all
16 H and 9 N subtypes of influenza A viruses, the highly pathogenic
avian influenza viruses are restricted to subtypes H5, H7 and H9,
although not all H5, H7 and H9 viruses are virulent. Other subtypes
of avian influenza viruses (other than H5, H7 and H9) might evolve to
pose a potential threat to mammals and even humans. Therefore, when
emphasis is placed on H5, H7 and H9 subtype avian influenza viruses,
the other subtypes should not be ignored, because they might also be a
potential threat to public health.
The H10N8 avian flu virus has already existed in nature before. It
has been isolated from quails in as early as 1965 [2,3]. Since then, it
was also been found in Australia, Sweden, North America and Asia
[3,4]. In China, an H10N8 avian inﬂuenza virus was ever isolated from
Dongting Lake wetland, Yueyang City, Hunan Province in 2007 and

phylogenetic analysis indicated that the virus was generated by multiple
gene segment reassortment [5]. It was also isolated from a duck in a live
bird market in Guangdong Province of southern China in January, 2012
[6]. However, this patient is the world’s first confirmed human infection
case of H10N8 influenza that had never been reported before. Some
experts believe that this is only an individual case and there is a low risk
for the virus to cause infection and transmission among human.
Yet for now, this virus may have the ability to infect people, in
addition, it is not easy to judge whether the infection ability of H10N8
will be strengthened or weakened in the future. According to genetic
analysis, this virus is attenuated virus in poultry. In order to prevent
the further expansion of the scope of infection, it is necessary for us to
pay close attention to it. Virological and serological surveillance should
be enhanced in live poultry markets and wild bird habitats to make
detection on the prevalence of the virus among the avian species and
genetic markers for mammalian adaptations.
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