[image: ] Figure S1: Localization of conserved transcription factor binding sites in the human IL2RA gene obtained via phylogenetic footprinting across higher mammals. Clusters corresponding to previously described enhancers are shown in red, and isolated sites in green.
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Figure S2: Phylogenetic analyses of PRRVI (A), PRRIX (B) and PRRIII (C). Trees represent phylogenetic distances for each element between species. Bootstrap values are indicated at each node.
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