Genome size and chromosome number relationship contradicts the principle of Darwinian evolution from common ancestor
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Supplementary Material 2: Summary of chromosome number sets (CNSs), average of genome size, average genome size per chromosome (GS/Ch), and the upper limit of GS/Ch (ULGS/Ch).

	CNSs
	N
	XGS
	XGS/Ch
	ULGS/Ch
	CNSs
	N
	XGS
	XGS/Ch
	ULGS/Ch

	4
	4
	1.558
	0.389
	0.513
	58
	25
	2.702
	0.047
	0.118

	6
	56
	1.059
	0.177
	0.880
	60
	78
	7.250
	0.121
	0.917

	8
	56
	3.662
	0.458
	2.616
	62
	24
	6.294
	0.102
	0.447

	10
	91
	7.494
	0.749
	4.600
	64
	28
	3.905
	0.061
	0.120

	12
	178
	6.059
	0.505
	2.817
	66
	23
	3.513
	0.053
	0.346

	14
	682
	6.407
	0.458
	2.155
	68
	20
	6.570
	0.097
	1.200

	16
	486
	5.535
	0.346
	2.469
	70
	6
	2.890
	0.041
	0.108

	18
	548
	4.668
	0.259
	3.269
	72
	21
	2.976
	0.041
	0.090

	20
	237
	3.549
	0.177
	3.800
	74
	18
	5.218
	0.074
	0.210

	22
	506
	3.643
	0.166
	2.023
	76
	24
	3.977
	0.052
	0.074

	24
	533
	13.162
	0.548
	3.585
	78
	24
	2.431
	0.031
	0.118

	26
	381
	8.346
	0.321
	2.739
	80
	60
	2.757
	0.034
	0.168

	30
	129
	3.950
	0.132
	0.892
	82
	18
	4.656
	0.057
	0.117

	32
	105
	4.773
	0.149
	0.883
	84
	8
	3.941
	0.043
	0.053

	34
	168
	2.544
	0.075
	1.190
	86
	8
	5.418
	0.063
	0.188

	36
	127
	2.996
	0.083
	0.826
	88
	3
	4.960
	0.056
	0.106

	38
	181
	5.195
	0.137
	3.174
	92
	5
	3.168
	0.034
	0.048

	40
	90
	3.418
	0.085
	0.744
	96
	5
	3.040
	0.032
	0.038

	42
	78
	2.504
	0.060
	0.369
	98
	10
	2.602
	0.027
	0.039

	44
	75
	2.652
	0.060
	0.478
	100
	28
	1.900
	0.019
	0.046

	46
	73
	2.327
	0.051
	1.170
	102
	5
	6.810
	0.067
	0.145

	48
	237
	1.615
	0.034
	0.945
	104
	6
	8.367
	0.080
	0.129

	50
	199
	1.455
	0.029
	0.089
	118
	4
	1.998
	0.017
	0.020

	52
	52
	3.844
	0.074
	1.058
	148
	3
	3.400
	0.023
	0.024

	54
	56
	3.622
	0.067
	1.386
	216
	11
	22.346
	0.103
	0.141

	56
	47
	3.566
	0.064
	0.365
	
	5840
	
	
	


N: Number of records in each CNS, XGS: average of genome size in each CNS, XGS/Ch: average genome size per chromosome in each CNS. 
