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Supplementary Figure S1: Summary of target gene selection by screening of MO-mediated knockdown in zebrafish. Morpholino-based knockdown. Approximately 1 nl of morpholino oligonucleotides were injected into embryos at the one-cell stage by a microinjector. Injected concentrations of MO and the time point of imaging were: Fitm1, 200 μM, 36 h; Mmgt1, 100 μM, 48 h; Timm21, 100 μM, 36 h; Ccdc51, 100 μM, 36 h; Minos1, 100 μM, 36 h; Fam210a, 100 μM, 36 h; Coa3, 100 μM, 36 h; Ccdc90b, 100 μM, 36 h; Slc25a35, 100 μM, 36 h; Tmem242, 100 μM, 36 h; Slc12a4, 200 μM, 32 h; Fitm2, 100 μM, 36 h.
Supplementary Figure S2: Morpholino-mediated knockdown and human mRNA overexpression of FITM1 and/or FITM2 in zebrafish. a–d) Morpholino-based knockdown. Approximately 1 nl of morpholino oligonucleotides were injected into embryos at the one-cell stage using a microinjector. e) Human mRNA injections. Zebrafish embryos were injected with 0.8 μg/μl synthetic mRNA at the one-cell stage. Injected concentrations of MO or mRNA and the time point of imaging were as follows: standard control, 100 μM, 36 h; FITM1, 200 μM, 36 h; FITM1 and FITM2, 100 μM, 36 h; e: no injection, 49 h; FITM1, 0.8 μg/μl, 49 h; FITM2, 0.8 μg/μl, 49 h.


Supplementary Table 1: Proteins identified by LC-MS/MS approach with SDS-PAGE.
Symbol: gene symbol in NCBI; GeneID: NCBI accession number (Mus musculus); Description: information in NCBI; Annotation (Gene Ontology): annotations of a membrane protein, transporter, ion channel, and calcium binding protein in the database Gene Ontology, O indicates annotated, - indicates not annotated; Prediction of transmembrane domain: number of predicted transmembrane regions from SOSUI and TMHMM, prediction of presence of EF-hand domain by InterPro (https://www.ebi.ac.uk/interpro/) ; Cellular localization (Gene Ontology): the localization in the cell as predicted from NCBI information. Ext: extracellular, PM: plasma membrane, Cyt: cytosol, Mit: mitochondria, ER: endoplasmic reticulum, SR: sarcoplasmic reticulum, Nuc: nuclei, Mouse SR FLAG (heart): the expression pattern of the heart samples in each LC-MS/MS analysis, 2: Ctrl<HF, 1: Ctrl>HF, 0: Ctrl=HF, -: Not detected, Mouse SR FLAG (liver): proteins identified in liver samples, y: detected; n: not detected.
Supplementary Table 2: Genes identified by microarray analysis. Probeset: probeset which showed a signal; GeneID: NCBI accession number (Mus musculus); Symbol: gene symbol in NCBI; Description: information in NCBI; genomean indicates mean signal of the samples; fold indicates fold-change of HF or hyp vs. sham; fold p-value: p-value of fold-change of HF or hyp vs, sham. Hyp: hypertrophy.
Supplementary Table 3: Cardiac phenotypes caused by morpholino-mediated knockdown of FITM1 in zebrafish. Procedure is given in the Supplementary Figure S2. Each concentration is indicated in the table.
Supplementary Table 4: Cardiac phenotypes caused by morpholino-mediated knockdown of both of FITM1 and FITM2 in zebrafish. Procedure is given in the Supplementary Figure S2. Each concentration is indicated in the table.







